
IMGPR_plasmid_2879396904_000012: 13,451-27,572 (+)

16 17 18 19 20 21
PD-T4-9_A_WP_166231584.1 (JKIFINNE_00022)

PD-T4-9_C_WP_167919057.1 (JKIFINNE_00023)

24 25 26 27 28 29 30

IMGPR_plasmid_2870922992_000004: 13,702-22,850 (+)

22
PD-T4-9_A_WP_166231584.1 (AANCLGNJ_00023)

PD-T4-9_C_WP_167919057.1 (AANCLGNJ_00024)

25 26 27

IMGPR_plasmid_3300029465_000118: 196-12,456 (-)

123456

IMGPR_plasmid_3300029511_000060: 191-12,081 (-)

123456

IMGPR_plasmid_3300030460_000037: 14,455-25,926 (+)

21 22
HEase_00017 homing (JPMEHPLP_00023)

24 25 26 27 28

IMGPR_plasmid_3300029531_000134: 16-10,114 (-)

Sensor histidine kinase RcsC (MDPFDNOM_00001)
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MDPFDNOM_00002)

345

IMGPR_plasmid_3300029329_000176: 14,743-21,085 (+)

22 23

IMGPR_plasmid_3300029766_000166: 201-7,189 (-)

12

IMGPR_plasmid_3300029477_000167: 126-8,846 (-)

1
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (KIEBAIEN_00002)

34

IMGPR_plasmid_3300039341_000018: 48-12,988 (-)

1Sensor histidine kinase RcsC (FKDKPPNI_00002)
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (FKDKPPNI_00003)

45

IMGPR_plasmid_3300023491_000164: 14,719-27,715 (+)

23 24
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (BACLLIGE_00025)

Sensor histidine kinase RcsC (BACLLIGE_00026) 27

IMGPR_plasmid_3300039375_000032: 70-13,052 (-)

1Sensor histidine kinase RcsC (FKBNNPBG_00002)
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (FKBNNPBG_00003)

45

IMGPR_plasmid_3300029050_000120: 12,208-25,191 (+)

20 21
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (AMKAMEKO_00022)

Sensor histidine kinase RcsC (AMKAMEKO_00023) 24

IMGPR_plasmid_3300014570_000114: 13,460-21,556 (+)

22 23 RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (FLCHDKIF_00024)

IMGPR_plasmid_3300029395_000096: 14,766-28,990 (+)

23

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (KDGIONID_00024)

Sensor histidine kinase RcsC (KDGIONID_00025)
26

IS982 family transposase IS195 (KDGIONID_00027)

28

IMGPR_plasmid_3300006502_000088: 68-5,893 (-)

1

IMGPR_plasmid_3300023484_000105: 14,721-20,582 (+)

22

IMGPR_plasmid_3300029177_000057: 10,571-21,156 (+)

20
HEase_00017 homing (INJCKDAF_00021)

22 Tyrosine recombinase XerC (INJCKDAF_00023)

IMGPR_plasmid_3300029031_000130: 12,243-21,667 (+)

18 21
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (BNDNJKMK_00022)

Sensor protein EvgS (BNDNJKMK_00023)

IMGPR_plasmid_3300007991_000160: 15,560-20,806 (+)

23

IMGPR_plasmid_3300029575_000105: 77-5,324 (-)

1

IMGPR_plasmid_3300028985_000065: 14,210-21,746 (+)

21 22

IMGPR_plasmid_3300029482_000153: 127-7,949 (-)

HEase_00017 homing (BGFBDLIN_00001)
23

IMGPR_plasmid_3300014963_000289: 285-5,432 (-)

1

IMGPR_plasmid_3300029331_000150: 30-12,835 (-)

123456789

IMGPR_plasmid_3300029856_000122: 273-9,265 (-)

123

IMGPR_plasmid_3300029430_000316: 204-16,868 (-)

IS66 family transposase ISBthe6 (JDEEGLEL_00001)
Sensor histidine kinase RcsC (JDEEGLEL_00002)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (JDEEGLEL_00003)

456
HEase_00017 homing (JDEEGLEL_00007)

8

IMGPR_plasmid_3300029315_000055: 11,925-19,322 (+)

14 15 16
Bacteriophage abortive infection AbiH__AbiH (NHJKMLLN_00017)

22

IMGPR_plasmid_3300029669_000136: 363-7,770 (-)

1

IMGPR_plasmid_3300008096_000132: 16,460-23,676 (+)

28

IMGPR_plasmid_3300008512_000073: 85-7,591 (-)

18

IMGPR_plasmid_2832273710_000008: 8,459-19,451 (+)

12 13 20 21

IMGPR_plasmid_3300023486_000071: 2,850-16,920 (-)

IS4 family transposase ISCARN70 (IFHHLOIB_00007)
Bacteriophage abortive infection AbiH__AbiH (IFHHLOIB_00008)

9101415

IMGPR_plasmid_3300029422_000134: 4,958-18,979 (+)

13 14
Bacteriophage abortive infection AbiH__AbiH (JBLBKMKF_00015)

IS4 family transposase ISCARN70 (JBLBKMKF_00016)

IMGPR_plasmid_3300014938_000031: 1,123-15,096 (-)

PDC-S02_WP_011937941.1 (IALLFFBL_00006)7HEase_00017 homing (IALLFFBL_00010)

IMGPR_plasmid_3300014546_000072: 7,778-15,492 (+)

18

IMGPR_plasmid_3300029590_000236: 7,041-20,212 (+)

15
Menshen__NsnA (IOOEFFOJ_00016)

Menshen__NsnB (IOOEFFOJ_00017)
Menshen__NsnC_2631934571 (IOOEFFOJ_00018)

IMGPR_plasmid_3300014558_000032: 88-8,458 (-)

17

IMGPR_plasmid_3300007043_000051: 121-6,256 (-)

13

6000 nt

defence (DefenseFinder) defence (PADLOC)


