
IMGPR_plasmid_3300023486_000080: 195-7,278 (+)
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SpaD-type pili (VF0726) (PPANAADH_00005)

SpaH-type pili (VF0727) (PPANAADH_00006)

SpaH-type pili (VF0727) (PPANAADH_00007)

IMGPR_plasmid_3300029484_000183: 25-9,036 (+)
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IMGPR_plasmid_3300029431_000181: 28-9,429 (+)
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IMGPR_plasmid_3300029881_000236: 20,918-28,170 (-)
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IMGPR_plasmid_3300030441_000181: 20,560-33,336 (-)
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tRNA-Ser(gga)
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Orotidine 5'-phosphate decarboxylase (GGGBKEDK_00040)
phosphoglycerate mutase GpmB (GGGBKEDK_00041)

IMGPR_plasmid_3300029244_000254: 149-11,788 (+)

1
Orotidine 5'-phosphate decarboxylase (ADFAJLFE_00002)
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IMGPR_plasmid_3300029378_000207: 19-16,283 (+)

1
putative endonuclease 4 (IJCGPOFE_00002)

3 4

phosphoglycerate mutase GpmB (IJCGPOFE_00005)
Orotidine 5'-phosphate decarboxylase (IJCGPOFE_00006)
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IMGPR_plasmid_3300029729_000188: 21,170-31,728 (-)
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6000 nt

virulence (VFDB) tRNA


