
IMGPR_plasmid_3300053491_027741: 5,251-19,110 (+)

C4-dicarboxylic acid transporter DauA (EBONIGPH_00007)
8 9 10 11 12 13 14 15 16

Serine protease splABCDEF (VF0994) (EBONIGPH_00017)

18 19
IS6 family transposase IS431R (EBONIGPH_00020)

21

tet_MFS_K-NCBIFAM tetracycline efflux MFS transporter Tet(K) (NF012183.0) (EBONIGPH_00022)

IMGPR_plasmid_3300053491_027773: 13,287-27,160 (-)

22232427

IMGPR_plasmid_3300053491_027733: 14,938-29,483 (+)

19 25 26 28 29

IMGPR_plasmid_3300053491_030787: 10,397-24,325 (+)

IS6 family transposase IS257-2 (GMHEEABH_00018)
21 22 23 28

IMGPR_plasmid_3300053491_030781: 25,011-32,595 (+); 1-4,461 (+)

138 39

IMGPR_plasmid_3300053491_034686: 29,825-32,590 (+); 1-9,308 (+)

IS6 family transposase IS431mec (BJONCNJI_00004)
5

IMGPR_plasmid_3300053491_024976: 1-5,266 (-); 25,005-32,530 (-)

2 4041
IS6 family transposase IS431mec (PLFPCPAK_00042)

IMGPR_plasmid_3300053491_033666: 31,225-32,539 (+); 1-12,632 (+)

IS6 family transposase IS431mec (GLIFOGOE_00006)
737 38

IMGPR_plasmid_3300053491_027754: 24,784-32,507 (+); 1-6,159 (+)

1 2
IS6 family transposase IS431mec (BADJKLEK_00036)

37 39 40

IMGPR_plasmid_3300053491_032772: 1-2,230 (-); 20,827-32,480 (-)

343536

IMGPR_plasmid_3300053491_030804: 1-4,622 (-); 22,829-32,586 (-)

2934353637

IMGPR_plasmid_3300053491_030769: 1,412-14,243 (+)

8 9 10 11

IMGPR_plasmid_3300053491_037355: 19,615-32,482 (-)

30313233

IMGPR_plasmid_3300053491_024071: 1-4,872 (-); 23,509-32,529 (-)

373839

IMGPR_plasmid_3300053491_024974: 1-5,717 (-); 23,916-32,508 (-)

353637

IMGPR_plasmid_3300053491_024065: 16,497-29,419 (+)

26 27 28 29

IMGPR_plasmid_3300053491_027759: 12,041-26,465 (+)

21 22 23 24 25

IMGPR_plasmid_3300053491_027746: 2,522-16,858 (-)

891011

IMGPR_plasmid_3300053491_027740: 1-4,652 (-); 23,328-32,596 (-)

37383940

IMGPR_plasmid_3300053491_033667: 14,912-28,865 (-)

282930

IMGPR_plasmid_3300053491_024973: 6,812-20,686 (-)

161718

IMGPR_plasmid_3300053491_027775: 4,541-16,947 (-)

13141516

IMGPR_plasmid_3300053491_027749: 2,756-16,630 (+)

11 12 13 14

IMGPR_plasmid_3300053491_026030: 94-13,969 (-)

67814

IMGPR_plasmid_3300053491_032769: 15,389-27,798 (-)

2627

IMGPR_plasmid_3300053491_026027: 2,437-16,350 (-)

89

IMGPR_plasmid_3300053491_027748: 1-12,350 (-); 31,002-32,575 (-)

678

IMGPR_plasmid_3300053491_027753: 1-2,503 (-); 20,480-32,551 (-)

323334

IMGPR_plasmid_3300053491_027772: 4,008-17,868 (-)

10111213

IMGPR_plasmid_3300053491_035562: 7,827-22,382 (-)

1819202122
IS6 family transposase IS257-2 (CFLIFDID_00023)

IMGPR_plasmid_3300053491_027737: 6,381-22,829 (+)

IS1182 family transposase ISSep1 (HNKHOLEJ_00010) 14 16

IMGPR_plasmid_3300053491_040893: 1-1,357 (-); 21,150-32,577 (-)

1 34
IS6 family transposase IS431R (BKHIBLGI_00035)

40

IMGPR_plasmid_3300053491_026008: 1-5,358 (-); 23,345-32,574 (-)

343536373839
IS6 family transposase IS431mec (NAOKEOCF_00040)

IMGPR_plasmid_3300053491_030802: 14,723-28,646 (-)

2223242527

IMGPR_plasmid_3300053491_024980: 1-5,170 (-); 22,786-32,635 (-)

3338394041

IMGPR_plasmid_3300053491_034713: 1,774-16,115 (-)

9101112

IMGPR_plasmid_3300053491_033670: 6,187-19,086 (-)

IS6 family transposase IS431R (LIIEGBFO_00014)181920

IMGPR_plasmid_3300053491_027745: 1-741 (-); 20,389-32,649 (-)

2627323334

IMGPR_plasmid_3300053491_032770: 1-742 (-); 20,846-32,654 (-)

333439

IMGPR_plasmid_3300053491_025013: 1-16,885 (-); 31,897-32,632 (-)

178

IMGPR_plasmid_3300053491_026025: 1-13,989 (-); 30,821-32,548 (-)

56

IMGPR_plasmid_3300053491_038760: 17,266-31,612 (-)

253031

IMGPR_plasmid_3300053491_027770: 1-3,715 (-); 21,777-32,664 (-)

313234
IS6 family transposase IS431mec (GBFJIMFN_00035)

IMGPR_plasmid_3300053491_030808: 1-12,623 (-); 30,830-32,567 (-)

IS6 family transposase IS431R (PAGHGJGD_00002)47

IMGPR_plasmid_3300053491_024070: 1,150-16,859 (-)

789

IMGPR_plasmid_3300053491_027739: 27,721-32,458 (+); 1-9,597 (+)

3 4

IMGPR_plasmid_3300053491_030778: 8,369-22,733 (+)

17 18 19 20 21

IMGPR_plasmid_3300053491_030770: 1-3,189 (-); 20,731-32,587 (-)

313233

IMGPR_plasmid_3300053491_027738: 1-2,993 (-); 20,453-32,452 (-)

3233

IMGPR_plasmid_3300053491_025002: 5,046-21,842 (+)

13 14 15 18 22

IMGPR_plasmid_3300053491_027779: 15,761-30,089 (+)

25 2627 28 29 32

7000 nt

virulence (VFDB) AMR (AMRFinderPlus)


