gac_SMR_J-NCBIFAM quaternary ammonium compound efflux SMR transporter QacJ (NF012170.0) (JODIKDMK_00018)
Cadmium resistance transcriptional regulatory protein CadC (JODIKDMK_00013)
PTS system galactitol-specific EIIC component (JODIKDMK_00010)
Ribulose-phosphate 3-epimerase (JODIKDMK_00012)
3-hexulose-6-phosphate isomerase (JODIKDMK_00011) 14 15 16 17 19 Replication initiation protein (JODIKDMK_00020)

IMGPR_plasmid_3300053491_027753:8,703-16,394 (+)

Quaternary ammonium compound-resistance protein QacC (EBCEINJN_00011)
8 T 1S6 family transposase IS431R (EBCEINJN_00014)

IMGPR_plasmid_3300053491_027773:1,514-10,283 (+)
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6 71S6 family transposase 1S431mec (LIIEGBFO_00008)
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IMGPR _plasmid_3300053491_033670: 27,347-32,595 (+); 1-4,566 (+)
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IMGPR _plasmid_3300053491_025002: 21,874-30,628 (-)
3-hexulose-6-phosphate isomerase (GBBEDGGJ_00007)
BopD (VF0362) (GBBEDGGJ_00005)
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IMGPR_plasmid_3300053491_032769: 2,503-12,399 (+)
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IMGPR_plasmid_3300053491_026028: 23,775-32,628 (+); 1-2,535 (+)
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IMGPR_plasmid_3300053491_026025:20,851-32,086 (+)

[y
©
N
o
N
w

IMGPR_plasmid_3300053491_024980: 11,393-20,214 (+)
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IMGPR_plasmid_3300053491_027740: 11,512-21,240 (+)

IMGPR_plasmid_3300053491_024974:14,092-23,788 (+)

IMGPR_plasmid_3300053491_024976:12,995-21,176 (+)
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IMGPR_plasmid_3300053491_030781:9,063-17,268 (-)
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IMGPR_plasmid_3300053491_032772:9,071-18,771 (+)

IMGPR_plasmid_3300053491_030804: 11,557-20,294 (+)

IMGPR_plasmid_3300053491_025013:23,683-32,574 (+)
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IMGPR_plasmid_3300053491_038760: 5,940-14,708 (+)
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IMGPR_plasmid_3300053491_027749: 19,523-28,374 (-)
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IMGPR_plasmid_3300053491_024071:11,731-22,943 (+)

IMGPR _plasmid_3300053491 027748:19,220-28,945 (+)
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IMGPR_plasmid_3300053491_030808: 19,488-29,210 (+)

IMGPR_plasmid_3300053491_027737:24,884-34,569 (-)
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IMGPR _plasmid_3300053491_027747:24,102-32,583 (+); 1-3,271 (+)
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IMGPR_plasmid_3300053491 027779:1-8,914 (-); 29,682-32,498 (-)
Quaternary ammonium compound-resistance protein QacC (BJLEBNGH_00037)

IMGPR _plasmid_3300053491 027772:26,705-32,519 (+); 1-3,544 (+)
Quaternary ammonium compound-resistance protein QacC (LDLNJLGA_00017)

IMGPR_plasmid_3300053491_027739:9,704-18,936 (-)
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IMGPR_plasmid_3300053491_027733:1-7,231 (-); 30,052-32,486 (-)
25 24 Quaternary ammonium compound-resistance protein QacC (KJINECOEJ_00022)

IMGPR plasmid_3300053491 030769: 14,374-23,614 (-)
Spermidine export protein Mdtl (BJONCNJI_00021)

Spermidine export protein Mdtl (GLIFOGOE_00023)
24 22
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IMGPR_plasmid_3300053491_034686: 11,877-22,100 (-)
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IMGPR _plasmid_3300053491 033666: 14,456-24,653 (-)
6 Spermidine export protein Mdtl (MHHKGEKM_00004) 38

IMGPR_plasmid_3300053491_024065: 1-8,149 (-); 29,555-32,664 (-)
23 21 Spermidine export protein Mdtl (MEDJHCJP_00020)

IMGPR_plasmid_3300053491 037352:12,008-23,222 (-)
Quaternary ammonium compound-resistance protein QacC (GMHEEABH_00038)
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IMGPR_plasmid_3300053491_030787:1-1,997 (-); 24.887-32,710 (-)

gac_SMR_C-NCBIFAM quaternary ammonium compound efflux SMR transporter QacC (NFO00023.1) (ECAJEBFG_00017)
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IMGPR_plasmid_3300053491_027738: 10,698-20,346 (+)
Quaternary ammonium compound-resistance protein QacC (EAFIKCKM_00036)
34 35 T37 156 family transposase 1S431mec (EAFIKCKM_00042)

IMGPR_plasmid_3300053491_027758:25,295-32,593 (+); 1-2,946 (+)

Quaternary ammonium compound-resistance protein QacC (BEIEOAAH_00033)
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IMGPR_plasmid_3300053491_027746: 23,732-32,558 (+); 1-2,902 (+)

15
—
IMGPR_plasmid_3300053491_032770:7,952-18,785 (+)
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IMGPR_plasmid_3300053491_026030: 19,715-28,531 (+)
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IMGPR _plasmid_3300053491 035562:27,457-32,525 (+); 1-7,265 (+)
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virulence (VFDB) AMR (AMRFinderPlus)




