tet MFS_K-NCBIFAM tetracycline efflux MFS transporter Tet(K) (NFO12183.0) (MLIACIGF_00024)
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1S6 family transposase 1S431R (MLIACIGF_00020) Serine protease splABCDEF (VF0994) (MLIACIGF_00029)
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1S6 family transposase 1S257-2 (CJJAAFIM_00028)
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IMGPR_plasmid_3300053491_027745:17,175-29,975 (+)
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IMGPR_plasmid_3300053491_027770:18,078-29,471 (+)

1S6 family transposase ISSau6 (GBFJIMFN_00027) 31
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1S6 family transposase 1S431R (PAGHGJGD_00002)
1 4

[ X H

IMGPR_plasmid_3300053491_030808:27,594-32,567 (+); 1-8,202 (+)
Replication initiation protein (LDLGPGGN_00039)
40 42 4 1S6 family transposase 1S431mec (LDLGPGGN_00005) 10 11

| HOC — -HD—CH 1 D T >—d
E-<H X}
IMGPR_plasmid_3300053491_034713:30,386-32,565 (+); 1-9,869 (+)
71S6 family transposase 1S431mec (LIIEGBFO_00008) 13 I1S6 family transposase 1IS431R (LIIEGBFO_00014)
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IMGPR_plasmid_3300053491_033670: 2,247-15,837 (+)
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1S6 family transposase 1S431mec (OOMBFCJM_00034)
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IMGPR_plasmid_3300053491_024980: 19,534-30,888 (+)
1S6 family transposase IS431R (OFBINIAG_00019)
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IMGPR_plasmid_3300053491_025002: 9,439-23,247 (-)
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IMGPR_plasmid_3300053491_027739:1-12,796 (-); 32,076-32,458 (-)
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IMGPR_plasmid_3300053491_024070: 31,082-32,509 (+); 1-12,455 (+)
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IMGPR_plasmid_3300053491.027779:1-1,505 (-); 20,446-32,498 (-)
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