
IMGPR_plasmid_2519899731_000001: 677-27,041 (+)

Surface protein G (KBMGOPDI_00001)
Surface protein G (KBMGOPDI_00002)

HTH-type transcriptional regulator SarT (KBMGOPDI_00003)
HTH-type transcriptional regulator SarU (KBMGOPDI_00004)

Hyaluronic acid (HA) capsule (VF0667) (KBMGOPDI_00005)

FnBPs (VF0010) (KBMGOPDI_00006)

High-affinity gluconate transporter (KBMGOPDI_00007)

Xylulose kinase (KBMGOPDI_00008)
9 10

PDC-S33_WP_105017041.1 (KBMGOPDI_00011)

12 13

putative sulfoacetate transporter SauU (KBMGOPDI_00014)

15

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (KBMGOPDI_00016)
HTH-type transcriptional regulator PchR (KBMGOPDI_00017)

mads_8 (KBMGOPDI_00018)
19

Fructose-1,6-bisphosphatase class 3 (KBMGOPDI_00020)

IMGPR_plasmid_2734482454_000004: 902-25,639 (+)

Surface protein G (AHOEBPOH_00001)
Surface protein G (AHOEBPOH_00002)

HTH-type transcriptional regulator SarT (AHOEBPOH_00003)
HTH-type transcriptional regulator SarU (AHOEBPOH_00004)
Hyaluronic acid (HA) capsule (VF0667) (AHOEBPOH_00005)

FnBPs (VF0010) (AHOEBPOH_00006)

High-affinity gluconate transporter (AHOEBPOH_00007)

Xylulose kinase (AHOEBPOH_00008)
9 10

PDC-S33_WP_105017041.1 (AHOEBPOH_00011)

12 13

IMGPR_plasmid_2609460284_000005: 96,920-117,254 (-)

103104

PDC-S33_WP_105017041.1 (LPODMBFA_00105)

106107
Xylulose kinase (LPODMBFA_00108)

High-affinity gluconate transporter (LPODMBFA_00109)

110

IMGPR_plasmid_2531839089_000008: 289-28,321 (+)

tet_MFS_V-NCBIFAM tetracycline efflux MFS transporter Tet(V) (NF012178.0) (BAMJEPKM_00001)

Putative surface protein (BAMJEPKM_00002)
Surface protein G (BAMJEPKM_00003)

Surface protein G (BAMJEPKM_00004)

HTH-type transcriptional regulator SarT (BAMJEPKM_00005)
HTH-type transcriptional regulator SarU (BAMJEPKM_00006)

Hyaluronic acid (HA) capsule (VF0667) (BAMJEPKM_00007)

FnBPs (VF0010) (BAMJEPKM_00008)
9

High-affinity gluconate transporter (BAMJEPKM_00010)
Xylulose kinase (BAMJEPKM_00011)

12 13
PDC-S33_WP_105017041.1 (BAMJEPKM_00014)

15 16 19 20 21

IMGPR_plasmid_2734482463_000004: 129,589-140,093 (-)

Putative hydrolase MhqD (FBAPFPFP_00123)124HTH-type transcriptional regulator PchR (FBAPFPFP_00128)
cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (FBAPFPFP_00129)

10000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


