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IMGPR_plasmid_3300007361_000054: 9,891-18,053 (-)
S-adenosylmethionine synthase (IPAIOJFC_00001)
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IMGPR _plasmid_3300029484_000127:51-8,210 (+)
S-adenosylmethionine synthase (GAOKJFLM_00018)
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IMGPR_plasmid_7000000158_000016: 5,150-13,312 (-)
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IMGPR_plasmid_3300029623_000207: 8,648-16,390 (-)
15 14

IMGPR_plasmid_7000000352_000046: 5,346-10,042 (-)
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IMGPR_plasmid_3300029376_000089: 19-5,540 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (OIKECHPH_00001)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (OIKECHPH_00002)
HitABC (VF0268) (OIKECHPH_00003) MTase_II_00107 Type (OIKECHPH_00006)
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IMGPR _plasmid_7000000186_000015:447-11,200 (+)
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IMGPR_plasmid_3300029603 _000092: 1,289-6,467 (+)
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