Protein VirD4 (GPGEFPNL_00100) letA_00002 (GPGEFPNL_00106)
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IMGPR_plasmid_3300046103_000001: 1-6,710 (-); 128,974-134,919 (-)

COG0640 Csa3_1_CAS-I-lI-11I-1IV-V-VI (MFCMDODO_00090)
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Zinc transporter ZitB (MECMDODO_00091)
Antitoxin PrIF (MFCMDODO_00088)
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IMGPR _plasmid_3300006750_000001:77,819-99,579 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GBDIALDG_00028)
PRK13752.1-PRK PRK|PRK13752.1: Hg(I)-responsive transcriptional regulator (NFO10315.0) (GBDIALDG_00030)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (GBDIALDG_00024)
Mercuric transport prbtein MerT (GBDIALDG_00029)

Glutathione reductase (GBDIALDG_00023)
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