DEDDh_I_II_III_IV V_VI_1(HABMCEFI_00051)

Tyrosme recombinase XerC (HABMCEFI_00052)
\ 535455 56 57 58 59

CHEOAHDEECTTTTTTT

—_—
IMGPR plasmid_2734482776 000007: 35,054-43,107 (+)
56 57 58

CHEEEIHDA

——
IMGPR_plasmid_2737471860_000010: 35,054-39,867 (+)
76 5 4 3 2 15110 family transposase 154321L (JKGIFNEA_00001)

C-CAAHDX E—+—a

| ]
IMGPR _plasmid_2558860434_000004: 126-11,984 (-)
56 57 58 59 60 61 15110 family transposase 1S4321L (CFPEDHLM_00062)

D& K——d

—
IMGPR_plasmid_2609460023_000003: 35,036-46,893 (+)
6 5 4 3 2 156 family transposase 1S26 (FFFEBPLA_00001)

CHEEEIHDEE HED

TMGPR_plasmid_2681813152_000004: 301-10455 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system perlplasmlc binding protein MerP (TIGR02052.1) (BIMPNJGH_00006)
PRK13747.1-PRK PRKIPRK13747 1: broad-spectrum mercury transporter Merk (NFO10310.2) (BIMPNJGH_00002)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlonal regulator (NF010315 0) (BIMPNJGH_00008)
coreg_MerD- NCBIFAM! mercury resistance co- regulator MerD (NF033783.1) (BIMPNJGH_00003)
lyase_MerB-NCBIFAM organomercurial lyase MerB (NFO33555.1) (BIMPNJGH_00004)
MerA-TIGRFAMSs TIGRFAMS: mercury(ll) reductase (TIGR02053.1) (BIMPNJGH_00005)
Mercuric transport protein MerT (BIMPNJGH‘_OOOOJ])
15110 family transposase 154321R (BIMPNJGH_00009)
15 14 13 12 11 10 [ ] \ PIcR-PapR quorum sensing (VF0660) (BIMPNJGH_00001)

CHCAAHD

IMGPR_plasmid_2740892416_000002: 180-17,705 ()
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (DGPBLGIG_00065)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (DGPBLGIG_00069)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFOITO315.0) (DGPBLGIG_00063)
coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NFO33783.1) (DGPBLGIG_00068)
lyase_MerB-NCBIFAM organomercurial lyase MerB (NF033555.1) (DGPBLGIG_00067)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase {TIGR02053.1) (DGPBLGIG_00066)
Mercuric transport protein MerT (DaPBLGIGLOOO‘éét)
15110 family transposase 15432 1R (DGPBLGIG_00062)

56 57 58 59 60 61 | ] \ PIcR-PapR quorum sensing (VFO660) (DGPBLGIG_00070)

CHCAIHDX

IMGPR_plasmid_2537561639.000002: 35,035-52,560 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (LGLIAOLN_00007)

PRK13747.1-PRK PRK|PRK1374?.71; broad-spectrum mercury transporter MerE (NFO10310.2) (LGLIAOLN_00003)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF01T0315.0) (LGLIAOLN_00009)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (LGLIAOLN_00004)
lyase_MerB-NCBIFAM organomercurial lyase MerB (NF033555.1) (LGLIAOLN_00005)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (LGLIAOLN_00006)
Mercuric transport protein MerT (LGLIAOLN 00008)
PlcR-PapR quorum sensing (VF0660) (LGLIAOLN_00002)
15110 family transposase 1S4321R (LGLIAOLN_00010)
16 15 14 13 12 1 | ]

CHCAAHDK

TMGPR_plasmid_2660238128.000009: 90-18,008 (1
MerP-TIGRFAMs TIGRFAMs: mercury resistance system perlplasmlc binding protein MerP (TIGR02052.1) (NBKIEAIM_00064)

PRK13747.1-PRK PRKIPRK13747 1: broad-spectrum mercury transporter Merk (NFO10310.2) (NBKIEAIM_00068)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlonal regulator (NF010315 0) (NBKIEAIM_00062)

coreg_MerD- NCBIFAM mercury resistance co- regulator MerD (NF033783.1) (NBKIEAIM_00067)
lyase_MerB- NCBIFAM organomercurlal lyase MerB (NF033555.1) (NBKIEAIM_00066)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase TIGR02053 1) (NBKIEAIM_00065)
Mercuric transport proteln MerT NﬁKIEA M700063
1S110 family transposase 1S4321R (NEKIEAIMLOOOél)

56 57 58 59 60 | ] \ PIcR-PapR quorum sensing (VF0660) (NBKIEAIM_00069)

CHCAAHD

WPR,p\asm'\d725882538137000006: 35,031-52,556 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (HKGBBPNA_00065)

PRK13747.1-PRK PRK| PRK13747E: broad-spectrum mercury transporter MerE (NF010310.2) (HKGBBPNA_00069)

PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcrlptlonal regulator (| NF016315 0) (HKGBBPNA_00063)

coreg_MerD- NCBIFAM mercury resistance co- reguiator MerD (NF033783.1) (HKGBBPNA_00068)
lyase_MerB-| NCBIFAM organomercurlal lyase MerB NF033555.1) (HKGBBPNA_00067)
MerA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIC GR02053 1) (HKGBBPNA_00066)
Mercuric transport protein MerT (HKGBBPNA_00064)
1S110 family transposase 154321R (HKGBBPNA 00062)
56 57 58 59 60 61 | ] | putative signaling protein (HKGBBPNA_00070)

CHEEIHD&

MPR,p\asm'\d72778261315,000007: 35,094-52,406 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (FJEOIPAC_00065)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlonal regulator (NFO10315.0) (FJEOIPAC_00063)
coreg_MerD- NCBIFm mercury resistance co-regulator MerD (NF033783.1) (FJEOIPAC_00068)
lyase_MerB- NCBIFAM organomercurlal lyase MErB NF033555.1) (FJEOIPAC_00067)
MerA-TIGRFAMSs TIGRFAMs:' mercury(ll) reductase (TIGRO2OS3,1) (FJEOIPAC_00066)
Mercuric transport proteln Me FJEOIPAC 00084)
1S110 family transposase 154321R (FJEOIPAC 00062 ‘

56 57 58 59 60 61 | ]| PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (FJEOIPAC_00069)

CHEEIHD

TMGPR_plasmid_2558860435_.000004: 35,033-51,573 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CNEFKLMM_00066)
PRK13747.1-PRK PRKIPRK13747 1: broad-spectrum mercury transporter MerE (NFO010310.2) (CNEFKLMM_00070)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlonal regulator(NF0163150 (CNEFKLMM_00064)
coreg_MerD- NCBIFAM r mercury resistance co- regu(ator MerD (NF033783.1) (CNEFKLMM_00069)
lyase_MerB-| NCBIFAM organomercurlal lyase MerB (NFO33555.1) (CNEFKLMM_00068)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CNEFKLMM_00067)
Mercuric transport proteln MerT (CNEFKLMM 00065)
15110 family transposase 154321R (CNEFKLMM 00063)\ ||
‘ ‘ putat‘lve 5|gna‘\llng ‘pr‘ot_ePCNEFKLMM _00071)
72

156 family transposase 156100 (LGLIAOLN_00001)

56 57 58 59 60 61 62

CHCAAHD {

mPR_p\asm'\d_2579779146>000003: 35,035-53,060 (+)
MerP-TIGRFAMs TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (OCJDBJNI_00065)
PRK13747.1-PRK PRKIPRK1374?.71: broad-spectrum mercury transporter MerE (NF010310.2) (OCJDBJNI_00069)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcribtional regulator (NF01T0315.0) (OCJDBJNI_00063)
‘ macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (OCJDBJNI_00074)
coreg_MerD-NCBIFA| mercury resistance co- regulator MerD (NF033783.1) OCJDB]N 1_.00068)
lyase_MerB-NCBIFAM organomercurial lyase MerB (NF033555.1) (OCJDBJNI_00067)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (OCJDBJNI_00066)
Mercuric transport proteln MerT OEJDB NI_00064)
IcR-PapR quorum sensing (VF0660) (OCJDBJNI_00070)

l 1S6 family transposase 156100 (OCJDBJNI_00071)
1S110 family transposase 1S4321R (OCJDBJNI_00062) Multidrugefﬂux pump Tap (OCJDBJNI_00073)
56 57 58 59 60 61 I | | 72 |
-_— I N S S I

mPR _plasmid_2778261197_000011: 35,102-56,811 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (FCGHGIPL_00006)
PRK13747.1-PRK PRK|PRK13747.1: 17 broad- spectrum mercury transporter Merk (NFO10310.2) (FCGHGIPL_00002)
PRK13752.1-PRK PRK|PRK13752.1: Hg(I1)- responswe transcr|pt|onal regulator (NF010315.0) (FCGHGIPL_00008)
coreg_MerD- NCBIFAM mq mercury resistance co- regulator MerD (NF033783.1) (FCGHGIPL_00003)
transport_merC-NCBIFAM organomercurlal transporter MerC (NF033784 1) (FCGHGIPL_00005)
MerA-TIGRFAMs TIGRFAMs mercury(ll) reductase (TIGROZOSS 1) (FCGHGIPL_00004)
Mercuric transport proteln MerT CGﬂGIPL,OOOO7)
13 12 1110 9 I T | | | | putative signaling protein (FCGHGIPL_00001)

—_— _— | I I —
IMGPR _plasmid_2548876782_000006: 79-11,481 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (KGOIHOFF_00005)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)- responswe transcrlptlonal regulator (NFO10315.0) (KGOIHOFF_00007)
coreg_MerD-NCBIFAM me mercury resistance co-regulator MerD (NF033783.1) (KGOIHOFF_00002)
transport_merC-NCBIFAM organomercurlal transporter MerC NT:O33784 1) (KGOIHOFF_00004)
MerA-TIGRFAMs TIGRFAMs mercury(ll) reductase’ (TIGR02053.1) (KGOIHOFF_00003)
Mercuric transport proteln Mer'IL KGOIHOFF, 00006)
1211 109 8 [N Wi | | PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (KGOIHOFF_00001)

— ] | I I A
IMGPR _plasmid_2545824781_000011:658-11,356 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (NDPEKCAD_00007)
PRK13747.1-PRK PRK|PRK13747. 1:broad- -spectrum mercury transporter MerE (NF010310.2) (NDPEKCAD_00003)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)- responswe transcrlptlonal regulator (NF010315.0) (NDPEKCAD_00009)
coreg_MerD- NCBIFAM me mercury resistance co- reguiator MerD (NF033783.1) (NDPEKCAD_00004)
transport_merC-NCBIFAM organomercurlal transporter MerC (NFO33784 1) (NDPEKCAD_00006)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053 1) (NDPEKCAD_00005)
Mercuric transport protein MerT (NDPEKCAD,OOOOS)
‘ putative signaling protein (NDPEKCAD_00002)

13 12 11 10 \ | | 1

—_— - [ "]
IMGPR _plasmid_2852445699_000003: 168-12,927 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (MNGDGIGG_00070)
PRK13747.1-PRK PRK|PRK13747.1: Eroad spectrum mercury transporter MerE (NF010310.2) (MNGDGIGG_00074)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)- responswe transcrlptlonal regulator (NF010315.0) (MNGDGIGG_00068)
coreg_MerD-| NCBIFAM me mercury resistance co- regulator MerD (NF033783.1) (MNGDGIGG_00073)
transport_merC-NCBIFAM organomercurlal transporter MerC (NF033784 1) (MNGDGIGG_00071)
MerA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (MNGDGIGG_00072)
Mercuric transport protein MerT (MNGDGIGG_00069)
Lipoprotein signal peptidase (MNGDGIGG_00076)
Copper exporter (VF0849) (MNGDGIGG_00077)
\ 75 \ 5RK1375Q—PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (MNGDGIGG_00078)

63 64 6566 67

| ] L I I I
IMGPR_plasmid_2585428014_000006: 40,058-55,035 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (MAAEAJJK_00076)
PRK13747.1-PRK PRK|PRK13747.1: broad- -spectrum mercury transporter MerE (NF010310.2) (MAAEAJJK_00080)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)- responswe transcrlptlonal regulator (NF010315.0) (MAAEAJJK_00074)
coreg_MerD- NCBIFAM me mercury resistance co- regulator MerD (NF033783.1) (MAAEAJJK_00079)
transport_merC-NCBIFAM organomercurlaltransporter MerC WFb33784 1) (MAAEAJJK_00077)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase TIGRO2053 1) (MAAEAJJK_00078)
‘ | | 1S3 family transposase 151353 (MAAEAJJK_00084)
putative signaling protein (MAAEAJJK_00081) 5rmD,00013 DrmD (MAAEAJJK_00086)
Mercuric transport protein MerT (MAAEAJJK_00075] TnsC_0_V-K (MAAEAJJK_00083)
6970 7172 73 | | | \ [ | 82 \ 85 87

— -— — H —
IMGPR_plasmid_2585428013_000007:45,805-64,513 (+)

MerP-TIGRFAMs TIGRFAMs: mercury resistance systemp periplasmic binding protein MerP (TIGR02052.1) (PONCCCHI_00012)

PRK13747.1-PRK PRK|PRK13747.1: broad -spectrum mercurytransporter MerE (NF010310.2) (PONCCCHI_00008)
PRK13752.1-PRK PRK|PRK13752.1: Hg(I1)- responswe transcrlptlonal regulator (NF010315.0) (PONCCCHI_00014)

coreg_MerD- NCBIFAM me mercury resistance co- regulator MerD (NF033783.1) (PONCCCHI_00009)
transport_merC-NCBIFAM organomercurlal transporter MerC m:033784 1) (PONCCCHI_00011)
MerA-TIGRFAMSs TIGRFAMs: mercury(ll) reductase'(TIGR02053.1) (PONCCCHI_00010)
‘ | | 153 family transposase 151353 (PONCCCHI_00004)
putative signaling protein (PONCCCHI_00007) 5rmD_00013 DrmD (PONCCCHI_00002)
Mercuric transport protein MerT (PONCCCHI_00013] TnsC_0_V-K (PONCCCHI_00005)

1918 1716 15 | T | \ ]| 6 | 3 1

S < Esm—Rd
IMGPR _plasmid_2563366764_000006: 194-18,902 (-)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CJMLOGJN_00076)

PRK13747.1-PRK PRKIPRK13747.1?Broad-spectrum mercury transporter MerE (NFO10310.2) (CJMLOGJN_00080)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulatT0r (NF010315.0) (CJMLOGJN_00074)

‘ Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (CJMLOGJN_00088)
coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (CJMLOGJN_00079)
transport_merC-NCBIFAM organomercurlal transporter MerC NT:033784 1) (CJMLOGJIN_00077)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053 1) (CJMLOGJN_00078)

‘ | | | Is3family transposase 151353 (CJMLOGIN_00084)

putative 5|gnaling‘protein (CJMLOGJN_00081) 5‘ rmD_00013 DrmD (CJMLOGJN_00086)
Mercuric transport protein MerT (CJMLOGIN_00075) TnsC_0_V-K (CJMLOGJN '00083)
6970 7172 73 | T | | (i 82 \ 85 87

[ - m — H — —
IMGPR_plasmid_2609460259_000007:45,805-65,480 (+)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (LKIOJOGO_00018)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (LKIOJOGO_00002)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (LKIOJOGO_00005)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (LKIOJOGO_00014)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive trénscriptional regulatT0r (NF010315.0) (LKIOJOGO_00020)
PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta- actamase (NF000480.2) (LKIOJOGO_00001)
chloram_CatB-NCBIFAM type Bchloramphenlcol O- acetyltransferase (NF000490.1) (LKIOJOGO_00004)
FloR-NCBIFAM chloramphenlcol/florfenlcomx MFS transporter FloR (NF000219.1) (LKIOJOGO_00003)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1(NF000294.1) (LKIOJOGO_00006)
coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (LKIOJOGO_00015)
transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (LKIOJOGO_00017)
MerA-TIGRFAMSs TIGRFAMSs: mercUry(ll) reductase (TIGR02053.1) (LKIOJOGO_00016)
| | 1S3 family transposase 151353 (LKIOJOGO_00010)
putative signaling protein (LKIOJOGO_00013) 5rmD,OOOl3 DrmD (LKIOJOGO_00008)
Mercuric transport protein MerT (LKIOJOGO_00019] TnsC_0_V-K (LKIOJOGO_00011)
2524 2322 21 | | | \ [ | 12 \ 9 7

K H

—_— —-_—
IMGPR plasmid_2563367059_000013: 141-24,448 (-)
63 64 6566 67

CHEEEOKHDE

—-—
IMGPR _plasmid_2751185940_000007: 40,089-46,690 (+)

Tyrosine recombinase XerD (CHPAMBON_00055)
53 T 56 60 6162

Ao EaHDAd

IMGPR.plasmid_2600255011_000003: 36,116-41,346 (+)
tRNA(fMet)-specific endonuclease VapC (MEAEEHDO_00007)
HTH-type transcriptional repressor ComR (MEAEEH%_OOOlZ)
PDC-S67_WP_013220863.1 (MEAEEHDO_00004)
1S6 family transposase 1526 (MEAEEHDO_00009)
15110 family transposase 154321R (MEAEEHDO_00017) Tyrosine recombinase XerC (MEAEEHDO_00003)
23 22 21 20 19 18 1615 14 13 | 1110 8|6 5 | 2 1

CHEREHDEE

—_——
IMGPR_plasmid_2588254051_000002: 291-23,429 (-)

Inner membrane ABC transporter permease protein YnjC (JGMDBKDL_00072)

HTH-type transcriptional repressor ComR (JGMDBKDL_00078)

ABC-type heme transporter (VF0739) (JGMDBKDL_00073)

Soluble pyridine nucleotide transhydrogenase (JGMDBKDL,OOO:é‘?) T ‘
Inner membrane protein YnjF (JGMDBKDL_00074)
Sigma M (VF0822) (JGMDBKDL_00075)
3'-5' exonuclease DinG (JGMDBKDL_00051) 15110 family transposase 1S4321R (JGMDBKDL_00062) Protein YnjB (JGMDBKDL_bOO71) ‘gcu1‘67:écu167B (JGMDBKDL_OOO77)

56 57 58 59 6061 63 64 65 66 67 68 70 \ [ | | 76 7T | 79 8081

IMGPR_plasmid_2737471852_000003: 34,555-63,594 (+)
k 10000 nt i

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




