1S6 family transposase 1S26 (DEIPOCAD_00072)
1S6 family transposase IS15 (DEIPOCAD_00073)
67 68 69 70 71 | | 74

IMGPR _plasmid_2675903580_000008: 50,601-53,924 (+)
1S6 family transposase 1526 (NLKLDINO_00071)

IMGPR _plasmid 2657245131 000008: 50,391-53,069 (+)
1S6 family transposase 1526 (JPLCIGDC_00060)

IMGPR_plasmid_2924653186_000004: 41,522-44,335 (+)
2 1

IMGPR_plasmid_2639763016_000012: 63-3,255 (-)
50 51

IMGPR_plasmid_2582580915_000002: 33,493-36,662 (+)
AAC_6p_lb-NCBIFAM AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (MMMLBKPI_00003)
PDC-S09_WP_091549517.1 (MMMLBKPI_00004)
Transposo?TnS resolvase (MMMLBKPI_00002)
1S6 family transposase 1526 (MMMLBKPI_00005) Tn3 family transposase Tn3 (MMMLBKPI_00001)

EEAED-@G@E-E@H Z

. ——
IMGPR_plasmid_2609459923 000007: 34-8,085 (-)
PDC-M59B_WP_004346377.1 (HLBMEKDC_00087)
Specificity_|_00026 Type (HLBMEKDC_00090)
PrrC__Ecoprrl (HLBMEKDC,OO(V)S‘))
82 83 84 8586 \ 88 \ REase_|_00009 Type (HLBMEKDC_00091)

PO ImOD-E@—/mor O

I I —
IMGPR _plasmid_2636416136_000010: 58,576-70,551 (+)

Type IV secretion system protein virB8 (DPHGCCGF_00004)
Type IV secretion syste?protein virB9 (DPHGCCGF_00003)
ATP-dependent zinc metalloprotease FtsH (DPHGCCGF_00013) ‘ Type IV secretion system protein VirB11 (DPHGCCGF_00001)
s 14 12 1110 9 8 7 6  5Protein virB10 (DPHGCCGF_00002)

A D

Type IV secretion system proteln virB8 (FKIBJDJN_00054)
Type IV secretion system protein VirB11 (FKIBJDJN_00057)
Type IV secretion system protein virB9 (FKIBJDJN_00055)
ATP-dependent zinc metalloprotease FtsH (FKIBJDJN_00045) ‘ 4 Pld (VF0491) (FKIBJDJN_00058)
43 44 46 47 48 49 50 51 52 53 Protein virB10 (FKIBJDJN_ 005W
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IMGPR_plasmid_2565956777_.000002:21,517-34,841 (+)

IMGPR_plasmid_2724679212_000003: 186-12,977 (-)

Type IV secretion system proLeir\ virB8 (MEAEEHDO_00090)
Type IV secretion system protein VirB11 (MEAEEHDO_00093)
Type IV secretion system protein virB9 (MEAEEHDO_00091)

ATP-dependent zinc metalloprotease FtsH (MEAEEHDO_00081) Protein virB10 (MEAEEHDO_‘OOO‘?Z)
79 80 828384 85 86 87 88 89 \ \ \ 1S6 family transposase 1526 (MEAEEHDO_00094)

X ) D@

Type IV secretion system protein virB8 (DONIPBJD_00046)
Type IV secretion systgrﬁprotein virB9 (DONIPBJD_00047)
ATP-dependent zinc metalloprotease FtsH (DONIPBJD_00037)
35 36 383940 41 42 43 44 45

IMGPR_plasmid_2588254051_000002: 56,101-69,661 (+)

Protein virB10 (DONIPBJD_00048)

IMGPR_plasmid_2554235091_000003: 16,876-28,630 (+)
Type IV secretion system proteln virB8 (MMFJNBID_00058)
Type 1V secretion system protein VirB11 (MMFJNBID_00061)
Type IV secretion system protein virB9 (MMFJN NBID _00059)
‘ Pld (VF04‘91) (MMFJNBID_00062)
ATP-dependent zinc metalloprotease FtsH (MMFJNBID_00049) Protein virB10 (MMFJNBID_00060)
47 48 505152 53 5455 56 57 | | \ 63
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IMGPR_plasmid_2852067712_000002: 28,908-43,157 (+)

Type IV secretion system protein virB8 (OLKEPABJ_00006)
Tﬁ)’g 1V secretion system protein VirB11 (OLKEPABJ_00003)
Type IV secretion systeﬁw protein virB9 (OLKEPAB]_OOOOS)
ATP-dependent zinc metalloprotease FtsH (OLKEPABJ_00015) ‘ Pld (VF0491) (OLKEPABJ_00002)
17 16 141312 11 10 9 8 7 ProteinvirB10(OLKEPAB) 00004)| 1

O D

Type IV secretion system protem virB8 (FFFEBPLA_00073)
Type IV secretion system protein VirB11 (FFFEBPLA_00076)
Type IV secretion system protein virB9 (FFFEBPLA 00074)
ATP-dependent zinc metalloprotease FtsH (FFFEBPLA_00064) ‘ 1S6 family transposase 1S26 (FFFEBPLA_00077)
62 63 65 66 67 68 69 70 71 72 ProteinvirB10 (FFFEBPLA_00075) 78 Pld (VF0491) (FFFEBPLA_00079)

i -

IMGPR_plasmid_2648501199_000007:41-14,290 (-)

IMGPR _plasmid_2681813152_000004:43,057-58,122 (+)
Type IV secretion system protein VirB11 (BNIGEPEK_00075)
151182 family transposase I1SYen4 (BNIGEPEK_00081)
1S21 family transposase ISPpu7 (BNIGEPEK_00076)
ATP-dependent zinc metalloprotease FtsH (BNIGEPEK_00063) 1S21 fam‘ily transposase ISPpu?7 (BNIGEPEK_00077)
1S3 family transposase I1SVch4 (BNIGEPEK_00062) Type IV secretion system protein virB8 (BNIGEPEK,OOO‘72) DrmD,OOOl3 DrmD (BNIGEPEK_00078)
1S3 family transposase 1SSlo2 (BNIGEPEK_00061) Type IV secretion syst&?protein virB9 (BNIGEPEK_00073) PId (VF3491) (BNIGEPEK_00079
58 59 60 | | 64 6566 67 68 69 70 71ProteinvirB10 (BNIGEPEK 00074) | | | s0 | 82
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IMGPR_plasmid_645058806_000002: 36,713-56,461 (+)

ATP-dependent zinc metalloprotease FtsH (PPIKDLOB_00016)
18 17 151413 12 1110 9 8 7 6 5 43 2 1

IMGPR_plasmid_2529292890_000009: 72-13,923 (-)
Nucleoid occlusion protein (ENNIAFFK_00002)
ATP-dependent zinc metalloprotease FtsH (ENNIAFFK_00019) DS-15_| DS 15A (ENNI IAFFK 00003
21 20 1817 16 15 14 13 12 11 10 6 \
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IMGPR _plasmid_2551306645_000012: 53-16,252 (-)
ATP-dependent zinc metalloprotease FtsH (OJABLHGN_00005)
7 6 4 3 2 1

IMGPR_plasmid_2551306324_000001:42-7.459 (-)
ATP-dependent zinc metalloprotease FtsH (LKIOJOGO_00084)
82 83 858687 88 1S5 family transposase ISEc61 (LKIOJOGO_00089)

IMGPR_plasmid_2563367059_000013: 58,375-66,636 (+)

ATP-dependent zinc metalloprotease FtsH (PONCCCHI_00077)
75 76 78 79 8081

IMGPR _plasmid_2563366764_000006: 51,495-58,354 (+)
1S110 family transposase 151618 (KNEKJIAJ_00040)
1S5 family transposase ISEc61 (KNEKJIAJ_00037)
ATP-dependent zinc metalloprotease FtsH (KNEKJIAJ_00032) DNA-invertase hin (KNEKJIAJ_00041)

30 31 333435 36 3839 | 42
IMGPR plasmid_2660237954 00001 1: 13,482-24,778 (+)

ATP-dependent zinc metalloprotease FtsH (PGBDGJDI_00088)
1S3 family transposase ISEc52 (PEBDGJDI _00087)
83 84 UG4 (PGBDGJDI_00085) 86 T \ 899091 92 IS5 family transposase ISEc61 (PGBDGJDI_00093)

[DG—DD—D—DD—(:}—G—G >-DONIETDEE

IMGPR_plasmid_2609460296_000010: 58,340-70, 123( )
ATP-dependent zinc metalloprotease FtsH (MAAEAJJK_00006)
1S3 family transposase ISEc52 (MAAEAJJK_00007)
11 10 UG4 (MAAEAJJK_00009) 8 | \ 5418 2 1S5 family transposase ISEc61 (MAAEAJJK_00001)

[DG—DD—D—DD—(:}—G—G - DOIEED@EE

IMGPR _plasmid_2585428013_000007: 106-11, 889( )

rifampin_ARR-NCBIFAM NAD(+)--rifampin ADP-ribosyltransferase (NFO33144.1) (BKAAEJDO_00002)
8 3 FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NFO00219.1) (BKAAEJDO_00001)

PEEEELED{TD

— I
IMGPR _plasmid_2663763428_000012: 380-4,769 (-)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (BBEDPAKK_00008)
SMR_efflux_smr-NCBIFAM multidrug efflux SMR transporter Smr (NFO00280.1) (BBEDPAKK_00010)
Quter membrane Iip&%tein Blc (BBEDPAKK_OOOO‘?)
J} 1S1380 family transposase ISEcp1 (BBEDPAKK_00007)
1S6 family transposase 1S26 (BBED AKK_OOOll)\ 6 5 4 3 2 1

\MGPR,p\asm'\d,é48276656,000002:79—12,019 (=)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GAHIGFOE_00066)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (I—\ﬁ:010310 2) (GAHIGFOE_00070)
PRK13752.1- PRKFRK\PRK13752 1: Hg(l)- responswe transcriptional regulator (NFO10315.0) (GAHIGFOE_00064)
coreg_MerD-NCBIFAM mercury resistance co- regulator MerD (NF033783.1) GAHTOE,OOO(:?)
lyase_MerB-NCBIFAM organomercurlal lyase MerB (NFO33555. 1) (GAHIGFOE 00068)
MerA-TIGRFAMs TIGRFAMs: mercury(1l) reductase (TIGR02053.1) (GAHIGFOE_00067)
‘ Mercuric transport protein MerT (GAHIGFOE_00065)

PlcR-PapR quorum sensing (VF0660) GAHIGFOE_OOO71 ‘ DEDDh_I_II_NI_IV_V_VI_1 (GAHIGFOE_00052)
1S6 family transposase 1S26 (GAHIEFOE,OOO72) 13110 family transposase 1S4321R (GAHIGFOE_00063) Tyrosine recombinase XerC (GAHIEFOE,OOOSS)
1S6 family transposase 1S26 (GAHIGFOE_00001) | | [ 62 61 60 59 58 57 5655 54 |

S — - . —
IMGPR _plasmid_2534682109_000005: 1-3,248 (-); 35,841-54,327 (-)

[ 8000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




