Antitoxin HipB (HAFLLOON_00016)

9 10 11 12 13 14 15 TSerine/threonine-protein kinase toxin HipA (HAFLLOON_00017)

IMGPR_plasmid_3300018405_000293:9,291-15,280 (+)
IMGPR_plasmid_3300014831_000292:49-4,576 (-)

IMGPR _plasmid_3300034522 000217:301-4,816 (-)
tRNA-His(gtg) 20
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IMGPR_plasmid_3300018412_000362: 12,645-18,457 (+)
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IMGPR_plasmid_2906270857_000003: 86-5,564 (-)

IMGPR_plasmid_3300018411_000393: 10,857-18,249 (+)

IMGPR_plasmid_2874518805_000005: 432-6,526 (-)

IMGPR_plasmid_2617271314_000001: 332-12,502 (-)

KatG (VF0303) (MGMFCDGP_00019)

1S630 family transposase ISAhy2 (KDKCHDAB_00004)
1S630 family transposase ISAhy2 (KDKCHDAB_00003)
KatG (VF0303) (KDKCHDAB_00005)
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PTS system beta-glucoside-specific EIIBCA component (MGMFCDGP_00023)
HTH-type transcriptional regulator GIvR (MGMFCDGP_00024)
6-phospho-beta-glucosidase BglA (MGMFCDGP.00022)
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IMGPR_plasmid_2609459986_000002: 12,561-28,016 (+)

KatG (VF0303) (DJBMBMFF_00018)
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6-phospho-beta-glucosidase BglA (DJBMBMFF_00021)
18 19  PTSsystem beta-glucoside-specific EIIBCA component (DJBMBMFF_00022)
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IMGPR_plasmid_2924644583 _000008: 12,352-25,225 (+)
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