Sulfate transport system permease protein CysW (IGDCGGMC_00115)
Molybdenum cofactor guanylyltransferase (IGDCGGMC_00113)
‘ 1-deoxyxylulose-5-phosphate synthase YajO (IGDCGGMC_00121)
(R)-specific enoyl-CoA hydratase (IGDCGGMC_00116)
Bengvlaehyde dehydrogenase YfmT (IGDCGGMC_00119) Aminopyrimidine aminohydrolase (IGDCGGMC_00125)
117 118 120 | 122 123 124 Aminopyrimidine aminohydrolase
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IMGPR _plasmid_2534682141_000003: 129,206-141,238 (+)
(R)-specific enoyl-CoA hydratase (CGGGBKKP_00112)
Benzaidehyde dehydrogenase YfmT (CGGGBKKP_00115)
| 113 114 116 117

IMGPR_plasmid_2529293243_000004: 121,271-133,777 (+) >< K l
Glutamyl-tRNA(GIn) amidotransferase subunit A (KLOHCAJI_00210)
HTH-type transcriptional repressor AlIR (KLOHCAJI_00211)
Osmoregulated proline transporter OpuE (KLOHCAJI_OO2OS)
Bénzaldehyde dehydrogenase YfmT (KLOHCAJI_00212)
209 | | 213 Sporulation-control protein spoOM (KLOHCAJI_00214)
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IMGPR_plasmid_2537561864_000003: 241,297-255,793 (+)

Copper exporter (VF0849) (MABODCEH_0039%4)
387 389 Immunity protein Sdpl (MABODCEH_00393) 395 396 397 398 399 400 401 404 405
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IMGPR _plasmid_2728369535_000003: 465,800-485,480 (+)
Universal stress protein (NBDALNAJ_00154)
Immunity protein Sdpl (NBDALNAJ_00156)
Copper exporter (VF0849) (NBDALNAJ_00155) 153 152 151 150 149148
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IMGPR_plasmid_2904983472 000004: 164,475-184,173 (-)
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IMGPR_plasmid_2904991991 000002: 284,043-296,074 (-)

Universal stress protein (NHPHELJE_00253) 250
Copper exporter (VF0849) (NHPHELJE_00254) 252 251 T& 248 247
|
IMGPR _plasmid_2609460336_000002:297,406-315,889 (-)
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