
IMGPR_plasmid_646564536_000003: 211,074-223,030 (+)

181

Deoxyhypusine synthase-like protein (JJEIGHNL_00182)
L-aspartate/glutamate-specific racemase (JJEIGHNL_00183)

putative D,D-dipeptide-binding periplasmic protein DdpA (JJEIGHNL_00184)
Glutathione transport system permease protein GsiC (JJEIGHNL_00185)

putative D,D-dipeptide transport system permease protein DdpC (JJEIGHNL_00186)

187 188 189
HitABC (VF0268) (JJEIGHNL_00190)

191 192

IMGPR_plasmid_2904983472_000004: 361,995-378,321 (-)

Diacetylchitobiose uptake system ATP-binding protein MsiK
IS6 family transposase ISHme1 (NBDALNAJ_00316)

317318319

Beta-xylosidase (NBDALNAJ_00320)

321
322

Ribonuclease H (NBDALNAJ_00323)

2-dehydro-3-deoxygluconokinase (NBDALNAJ_00324)
KHG/KDPG aldolase (NBDALNAJ_00325)

2-iminobutanoate/2-iminopropanoate deaminase (NBDALNAJ_00326)

IMGPR_plasmid_2728369535_000003: 241,659-263,431 (+)

Michele_2A_hits_grouped (MABODCEH_00203)

Sialic acid TRAP transporter large permease protein SiaM (MABODCEH_00204)

205 206
Mannonate dehydratase (MABODCEH_00207)

HTH-type transcriptional regulator XynR (MABODCEH_00208)
Chromosome partition protein Smc (MABODCEH_00209)

210 211 212

Putative HMP/thiamine import ATP-binding protein YkoD (MABODCEH_00213)

214 215 2-phosphosulfolactate phosphatase (MABODCEH_00216)

IMGPR_plasmid_2609460336_000002: 55,663-77,410 (-)

2-phosphosulfolactate phosphatase (NHPHELJE_00046)4748

Putative HMP/thiamine import ATP-binding protein YkoD (NHPHELJE_00049)

505152

Chromosome partition protein Smc (NHPHELJE_00053)
HTH-type transcriptional regulator XynR (NHPHELJE_00054)

Mannonate dehydratase (NHPHELJE_00055)
5657

Sialic acid TRAP transporter large permease protein SiaM (NHPHELJE_00058)

IMGPR_plasmid_2904991991_000002: 50,226-83,166 (-)

40

L-aspartate/glutamate-specific racemase (NNFCLIIN_00041)
2-phosphosulfolactate phosphatase (NNFCLIIN_00044)

4546

Putative HMP/thiamine import ATP-binding protein YkoD (NNFCLIIN_00047)

484950

Chromosome partition protein Smc (NNFCLIIN_00051)

HTH-type transcriptional regulator XynR (NNFCLIIN_00052)

Mannonate dehydratase (NNFCLIIN_00053)
5455

Sialic acid TRAP transporter large permease protein SiaM (NNFCLIIN_00056)

Sorbitol dehydrogenase (NNFCLIIN_00058)

59
Beta-xylosidase (NNFCLIIN_00060)

2-dehydro-3-deoxygluconokinase (NNFCLIIN_00061)

KHG/KDPG aldolase (NNFCLIIN_00062)

IMGPR_plasmid_2529293243_000004: 236-12,122 (+)

1 2
Putative HMP/thiamine import ATP-binding protein YkoD (CGGGBKKP_00003)

4 5 2-phosphosulfolactate phosphatase (CGGGBKKP_00006)

IMGPR_plasmid_3300026957_000243: 983-35,120 (+)

ADP-ribosyl-[dinitrogen reductase] glycohydrolase (NHBFEKPJ_00001)

2 3 4 5

Cytochrome bc1 complex cytochrome b subunit (NHBFEKPJ_00006)

7
Perchlorate reductase subunit alpha (NHBFEKPJ_00008)

Dimethylsulfide dehydrogenase subunit beta (NHBFEKPJ_00009)

10 11 12 13

Iron-sulfur cluster carrier protein (NHBFEKPJ_00014)

15 16
D-xylulose reductase (NHBFEKPJ_00017)

Chromosome partition protein Smc (NHBFEKPJ_00018)

19 20 21

Putative HMP/thiamine import ATP-binding protein YkoD (NHBFEKPJ_00022)

23 24
2-phosphosulfolactate phosphatase (NHBFEKPJ_00025)

IMGPR_plasmid_2537561864_000003: 433-33,877 (+)

1 2 3 4 5

Cytochrome bc1 complex cytochrome b subunit (KLOHCAJI_00006)

7
Perchlorate reductase subunit alpha (KLOHCAJI_00008)

Dimethylsulfide dehydrogenase subunit beta (KLOHCAJI_00009)

10 11 12 13

Iron-sulfur cluster carrier protein (KLOHCAJI_00014)

15
16 17 18

Chromosome partition protein Smc (KLOHCAJI_00019)

20 21 22

Putative HMP/thiamine import ATP-binding protein YkoD (KLOHCAJI_00023)

24 25
2-phosphosulfolactate phosphatase (KLOHCAJI_00026)

10000 nt

defence (DefenseFinder) virulence (VFDB)


