Putative HMP/thiamine import ATP-binding protein YkoD (EMMKOIFK_00132)
Glutathione transport system permease protein GsiC (EMMKOIFK_00160)
NADP-dependent alcohol dehydrogenase C 2 (EMMKOIFK_00150)  Putative mycofactocin system creatinine amidohydrolase family protein MftE (EMMKOIFK_00176)

Spermidine/putrescine import ATP-binding protein PotA Outer membrane protEn assembly factor BamB (EMMKOIFK_00181)
‘Deoxyhypusine synthase-‘like protein (EMMKOIFK_00127) Vitamin B12 import ATP-binding protein BtuD (EMMKOIFK_00159) Outer membrane protéin assembly factor BamB (EMMKOIFK_00180)
‘ Polyamine aminopropyltransferase (EMMKOIFK_00146) Outer membrane protéin assembly factor BamB (EMMKOIFK_00182)
2-phosphosulfolactate phosphatase (EMMKOIFK_00129) Iszgmily transpdsase ISHbo1 (EMMKOIFK_00153) Putative nickel-responsive regulator (EMMKOIFK 00171) ‘
Chromosome partition protein Smc (EMMKOIFK_00137) Oligopeptide-binding protein AppA (EMMKOIFK_00161) T Sensor histidine kinase ResC (EMM OI K_00178)
Michele 1A_hits_grouped (EMMKOIFK_00142) Isopenicillin N epimerase (EMMKOIFK_00175)
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IMGPR_plasmid_2904988286_000003: 156,077-223,251 (+)
Putative HMP/thiamine import ATP-binding protein YkoD (FHHHFNAG_00320)

Glutathione transport system permease protein GsiC (FHHHFNAG_00292)
NADP-dependent alcohol dehydrogenase C 2 (FHHHFNAG?OO%Z)
Vitamin B12 import ATP-binding protein BtuD (FHHHFNAG_00293)
Polyamine amlnopropyltransferase (FHHHFNAG 00306) Putative mycofactocin system creatinine amidohydrolase family protein MftE (FHHHFNAG_00276)
2- phosphosulfolactate phosphatase (FHHHFNAG_00323) 1S6 far family transposase ISHbo1 (FHHHFNAG 00299) Putative nickel-responsive regulator (FHHHFNKG_OOZSl)
Chromosome partition protein Smc (FHHHFNAG _00315) Ollgopeptlde blndlng proteln AppA (FHHHFNAG_00291)

Michele_1A_hits_grouped ( (FHHHFNAG_00310) Isopenicillin N epimerase (FHHHFNAG_00277)
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IMGPR_plasmid_2905000252_000002: 311,160-378,333 (-)

Glutathione transport system permease protein GsiC (EFIMLMAN_00095)
Cytochrome bc1 complex cytochrome b subunit (EFIMLMAN_00080)

Dimethylsulfide dehydrogenase subunit bet;(E:IMLMAN_OOO77) Putative mycofactocin system creatinine amidohydrolase family protein MftE (EFIMLMAN_00111)
Putative HMP/thiamine import ATP-binding protein YkoD (EFIMLWN,OOO(:A)L Vitamin B12 import ATP-binding protein BtuD (EFIMLMAN_00094)
Iron-sulfur cluster carrier protein (EFIMLMAN_00072) Oligopeptide-binding protein AppA (EFIMLMAN_00096)
2-phosphosulfolactate phosphatase (EFIMLMAN_OOM) PDC—MASB_WP_085535667A1 (EFIMLMAN_00085) Putative nickel-responsive regulator (EFIMLMAN_00106)
Chromosome partition protein Smc (EFIMLMAN_00069) 1S5 family transposase ISHvo1 (EFIMLMAN_00087) Plastocyanin (EFIMLMAN_00105) L
Perchlorate reductase subunit alpha (EFIMLMAN_00078) 91 100 Isopenicillin N epimerase (EFIMLMAN_00110)
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IMGPR_plasmid_2904966872_000003: 75,141-149,691 (+)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (JJEIGHNL_00152)
putative D,D-dipeptide transport system permease protein DdpC (JJEIGHNL_00186)
putativETD,D-dipeptide-binding periplasmic protein DdpA (JJEIGHNL_00184)
Putative HMP/thiamine import ATP-binding protein YkoD (JJEIGHNL_00177) Putative mycofactocin system creatinine amidohydrolase family protein MftE (JJEIGHNL_00142)
Cytochrome bc1 complex cytochrome b subunit (JJEIGHNL_00161) L
Dimethylsulfide dehydrogenase subunit bet?(jJEIGHNL,OOl«M) Putative nickel-responsive regulator (JJEIGHNL_00147)

Glutathione transport system permease protein GsiC (JJEIGHNL_00185) ISNCY family transposase ISHvo 14 (JJEIGHNL 00154)
| Chromosome partition protein Smc (JJEIGHNL_00173) | Adaptive-response sénsory-kinase SasA (JJEIGHNL_00153)
L-aspartate/glutamate-specific racemase (JJEIGHNL 00183) 1S4 family transposase ISHvo11 (JUEIGHNL. 00156)
Iron-sulfur cluster carrier proteln (JJEIGHNL. 00169) ISH3fam|Iy transposase ISH51 (JJEIGHNL_( 00148)
Perchlorate reductase subunit alpha (JJEIGHNL_00163) Isopen|C|II|n N epimerase (JJEIGHNL,00143)

2-phosphosulfolactate phosphatase (JJEIGHNL_00180) 170 159 Oleate hyHratase (JJEIGHNL_00145)
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IMGPR_plasmid_646564536_000003: 154,201-219,627 (-)
Diacetylchitobiose uptake system ATP-binding protein MsiK (NHBFEKPJ_00350)

uter membrane protein assembly factor BamB (NHBFEKPJ_00346)

‘ Nicfeiresponsive regulator (NHBFEKPJ_00339)
putative protein YedJ (NHBFEKPJ_00344)
Sulfofructose kinase (NHBFEKPJ_00349)

Plastocyamn NHBFEKPJ _00340)
343 Oleate hydratase (NHBFEKPJ_00336)
348 342 Isopenlcnlln N epil epimerase (NHBFEKPJ_00334)
347|345 | |[341 [338337 | 335 | 333

IMGPR _plasmid_3300026957_000243:386,677-414,160 (-)
putatlve L-ascorbate-6-phosphate lactonase UlaG (MABODCEH_00144)
Trehalose recycling ABC transporter(VF0842) (MABODCEH_00138)
Adaptlve response sensory-| kinase SasA (MABODCEH_00143)
139
142 141 140 |

_Oligosaccharides import ATP-binding protein MsmX (MABODCEH_00137)

\MGPR?D\asm'\d727283695357300003: 155,727-173,368 (-)
putative L-ascorbate-6-phosphate lactonase UlaG (NHPHELJE_00095)
Trehalose-recycling ABC transporter (VF0842) (NHPHELJE_00101)
Adaptive-response sensory-kiﬁrTase SasA (NHPHELJE_00096)
| T 97 98 99100|

\MGPpr\asmid7260946033500002: 121,416-139,079 (+)
putative L-ascorbate-6-phosphate lactonase UlaG (NNFCLIIN_00090)
putatﬁe ABC transporter-binding protein (NNFCLIIN_00093)
| 91 92 " | 94 Trehalose-recycling ABC transporter (VF0842) (NNFCLIIN_00095)

IMGPR_plasmid_ 2904991991 _000002: 106,731-122,925 (+)
[ 20000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




