
IMGPR_plasmid_646564536_000003: 283,322-301,328 (+)

Periplasmic nitrate reductase
235 236

2-iminobutanoate/2-iminopropanoate deaminase (JJEIGHNL_00237)
Glutathione-independent formaldehyde dehydrogenase (JJEIGHNL_00238)

239
Type_V_V_U3 Cas12 (JJEIGHNL_00240)

241

Putative metal chaperone YciC (JJEIGHNL_00242)

243 244

Molybdenum cofactor guanylyltransferase (JJEIGHNL_00245)

Michele_1A_hits_grouped (JJEIGHNL_00246)
IS5 family transposase ISNpe19 (JJEIGHNL_00247)

tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (JJEIGHNL_00248)

Fructose-1,6-bisphosphatase/inositol-1-monophosphatase (JJEIGHNL_00249)

IMGPR_plasmid_2529293123_000013: 306,534-324,553 (-)

IS5 family transposase ISNpe19 (NMDLHLHN_00273)279Type_V_V_U3 Cas12 (NMDLHLHN_00280)

IMGPR_plasmid_2904983472_000004: 294,766-310,827 (-)

265Type_V_V_U3 Cas12 (NBDALNAJ_00266)Periplasmic nitrate reductase (NBDALNAJ_00271)

IMGPR_plasmid_2728369535_000003: 329,496-340,532 (+)

276

IMGPR_plasmid_2905000252_000002: 438,369-444,040 (+); 1-6,011 (+)

2-iminobutanoate/2-iminopropanoate deaminase (FHHHFNAG_00375)

7000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


