2-iminobutanoate/2-iminopropanoate deaminase (JJEIGHNL_00237) tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO012174.0) (JJEIGHNL_00248)
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Periplasmic nitrate reductase Type_V_V_U3 Cas12 (JJEIGHNL_00240) 1S5 family transposase ISNpe19 (JJEIGHNL_00247)
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IMGPR _plasmid_2728369535_000003: 329,496-340,532 (+)
2-iminobutanoate/2-iminopropanoate deaminase (FHHHFNAG_00375)
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