
IMGPR_plasmid_3300045201_000050: 248,579-264,152 (+)

Inner membrane ABC transporter ATP-binding protein YddA (IEEIPMFP_00233)
Heme receptor HutA (VF0629) (IEEIPMFP_00234)

234 235 236
ATP-dependent RecD-like DNA helicase (IEEIPMFP_00238)

238 239 240 241

IMGPR_plasmid_3300045277_000058: 5,693-16,943 (-)

6
Control_protein_00006 control (OKNDMDNL_00007)

10131415

IMGPR_plasmid_3300031416_000527: 11-21,649 (-)

1

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (GDMLJOLL_00002)

dTDP-4-dehydrorhamnose reductase (GDMLJOLL_00003)
Capsular polysaccharide (VF0624) (GDMLJOLL_00004)

dTDP-4-dehydrorhamnose 3,5-epimerase (GDMLJOLL_00005)
Glucose-1-phosphate thymidylyltransferase (GDMLJOLL_00006)

N-acetylglucosaminyl-diphospho-decaprenol L-rhamnosyltransferase (GDMLJOLL_00007)

IS481 family transposase ISGdi9 (GDMLJOLL_00008)
ATP-dependent RecD-like DNA helicase (GDMLJOLL_00009)

10

Control_protein_00006 control (GDMLJOLL_00011)

IMGPR_plasmid_2537561733_000014: 185,507-211,351 (+)

Control_protein_00006 control (CLEMKOGJ_00170)

170
ATP-dependent RecD-like DNA helicase (CLEMKOGJ_00172)

172

Polysaccharide capsule (VF0659) (CLEMKOGJ_00174)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (CLEMKOGJ_00175)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (CLEMKOGJ_00176)

dTDP-4-dehydrorhamnose reductase (CLEMKOGJ_00177)

Capsular polysaccharide (VF0624) (CLEMKOGJ_00178)

dTDP-4-dehydrorhamnose 3,5-epimerase (CLEMKOGJ_00179)
Glucose-1-phosphate thymidylyltransferase (CLEMKOGJ_00180)

N-acetylglucosaminyl-diphospho-decaprenol L-rhamnosyltransferase (CLEMKOGJ_00181)

O-antigen (VF0392) (CLEMKOGJ_00182)
182 183

10000 nt

defence (PADLOC) virulence (VFDB)


