DNA topoisomerase 3 (DIJFEAHI_00003)
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IMGPR _plasmid_3300029706_000135:43-13,080 (+)
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IMGPR _plasmid_3300029545_000034:7-12,614 (+)
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IMGPR_plasmid_3300030030_000042: 8,147-22,096 (-)

PDC-501_WP_067088819.1 (EKAACDNJ_00019)
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IMGPR_plasmid_3300013958_000046: 9,559-22,355 (-)

DNA topoisomerase 3 (FKHDAMGN_00018) 13
IMGPR_plasmid_3300029510_000047:9,248-21,263 (-)

1 6 7
IMGPR_plasmid_3300008728_000146: 33-12,998 (+)

1 2 3 4 5 6 7 PDC-S01_WP_067088819.1 (OCMGKFIH_00008)
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IMGPR_plasmid_3300029561_000115: 174-20,900 (+)
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IMGPR _plasmid_3300029741 000145:7,846-28,078 (-)
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IMGPR_plasmid_3300029240_000050: 9,451-30,551 (-)
drt-UG34 DRT (GOLIHJJI_00027)
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IMGPR_plasmid_3300029122_000059: 9,830-32,918 (-)
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IMGPR _plasmid_3300029555_000088:21-19,481 (+)
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DO ) DO )
IMGPR_plasmid_3300029137_000062:8,003-27,463 (-)

HEase_00017 homing (IJGEHNIA_00001)

2 8] 4 5 6 PDC-S01_WP_067088819.1 (IJGEHNIA_00007)
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IMGPR _plasmid_3300029332_000133:599-21,934 (+)

PDC-S01_WP_067088819.1 (FAPJELEH_00007)
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IMGPR_plasmid_3300008096_000097: 148-20,068 (+)
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IMGPR _plasmid_3300029248 000118: 203-20,189 (+)
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IMGPR_plasmid_3300029480_000089: 17-21,939 (+)
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IMGPR _plasmid_3300029751 000073: 9,607-31,382 (-)
DNA replication protein DnaC (OFLDCHGH_00032)
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EHDDDEHED I s )

—
IMGPR_plasmid_3300029204_000029: 9,580-32,901 (-)
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IMGPR_plasmid_3300029794_000159:7,879-31,159 (-)
PDC-S01_WP_067088819.1 (DEGPKEON_00017)
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IMGPR_plasmid_3300008077_000086: 8,779-30,524 (-)

1 2 3 4 PDC-S01 WP_067088819.1 (AOEJDMOA_00005)
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IMGPR_plasmid_3300029745_000053: 96-17,270 (+)
HEase_00017 homing (BAAJAMCP_00023)
22 21 20 PDC-S01 WP_067088819.1 (BAAJAMCP_00019)
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IMGPR_plasmid_3300029127_000051: 9,558-28,067 (-)
mads_8 (APBIDJIL_00021)
22 20 19 18 PDC-S01 WP_067088819.1 (APBIDJIL_00017)
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IMGPR_plasmid_330002955%_000098: 8,817-28,652 (-)
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2 3 4 PDC-S01_WP_067088819.1 (POBLFDIM_00005)
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IMGPR_plasmid_3300029194_000121:61-17,859 (+)
1 2 3 4 5 6 7 PDC-S01_WP_067088819.1 (GOPEDDAH_00008)
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IMGPR_plasmid_3300029375_000241:79-21,939 (+)
Protease HtpX (CLENDEON_00017)
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IMGPR_plasmid_3300008496_000053:8,013-23,781 (+)
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