Membrane-bound lytic murein transglycosylase F (PJPDHLHD_00033)
Type IV secretion system protein PtIC (PJPDHLHD_00036)
mads_8 (PJPDHLHD_00031)
32 | 34 35 37

I
IMGPR_plasmid_3300011240_000036: 24,515-30,690 (+)

Type 1V secretion system protein PtIC (JOKJHHNL_00029)
Membrane-bound lytic murein transglycosylase F

I W I

I
IMGPR_plasmid_3300011830_000034: 17,936-24,125 (+)
mads_8 (BHNEMOKJ_00044)

I I

I
IMGPR_plasmid_3300011382_000016: 30,699-36,173 (-)
41 1S3 family transposase ISAba21 (HDDDOHHH_00042)

IMGPR_plasmid_2660238129_000005: 30,378-35,585 (+)
putative oxidoreductase CzcO (GDGJJBOO_00003)
4 2 Glucosaminate ammonia-lyase (GDGJJBOO_00001)

IMGPR _plasmid_2534682026_000004: 172-7,307 (-)
putative phosphite transport system-binding protein HtxB (LJPHHEJM_00004)
mads_8 (LJPHHEJM_00002)
7 6 5 3 _Phosphonate dehydrogenase (LJPHHEJM_00001)

PEDPETTTTTTID D-— IO O

—
IMGPR _plasmid_3300011140_000044: 39-10,121 (-)
PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (KHNHFMCI_00044)

COGO640 Csa3_1_CAS-I-I-11I-IV-V-VI (KHNHFMCI_00043)
NADPH-dependent FMN reductase ArsH (KHN}-ﬁ—rMCI_OOO40) putative cysteine-rich protein YhjQ (KHNHFMCI_00002)
Arsenical-resistance protein Acr3(KHNHFMCI 00041) 1S6 family transposase ISlOOTKHNHFMCI _00001)
1S6 famllytransposase ISOurl(KHNHFMCI 00046) ISéfamlIytransposaseISlOO7(KHNHFMCI 00004)
Glucosaminate ammonia-lyase (KHNHF| CI,OOOS?) Sorbitol dehydrogenase(KHNHFMCI,OOO47)
putative oxidoreductase CzcO (KHNHEMCI_00038) DNA-invertase hin (KHNHFMCI_00045) ATP-dependent RecD-like DNA helicase (KHNHFMCI_00006)
37 | Arsenate reductase (KHNHFMCI_00042)  Oleate hydratase (KHNHFMCI_00048) | 3 | s 7 8 9

pEOETTTT - EK

IMGPR_plasmid_2547132298_000002: 26,110-41,965 (+); 1-8,197 (+)

putative phosphite transport system-binding protein PtxB (KLBFJDIO_00027)

Phosphate-import permease protein PhnE (KLBFJDIO_00028)

HTH-type transcriptional regulator CysL (KLBFJDIO_00030)
‘ ISNCY family transposase ISAba32 (KLBFJDIO_00033)
1S3 family transposase ISAba21 (KLBFJDIO_00025) 16 familytranspﬁe 1SOur1 (KLBFJDIO_00034)
Phosphdnatedehydrogenase(KL‘BFJDI0,00029) ‘
IS3 family transposase ISAba21 (KLBFJDIO_00024)| | Polyphosphate Lnase (KLBFJDIO_00035)
ViuPDGC system (VF0627) (KLBFJDIO 00026)DNA-invertase hin (KLBFJDIO_00032)  Fur (VF0113) (KLBFJDIO_00037)
23 | | | \ | 31 —T | AdsA (VF0422) (KLBFJDIO_00036) IS6 family transposase 151007 (KLBFJDIO_00038)

IMGPR _plasmid_3300013928 000004: 13,827-37,604 (+)

putative phosphite transport system-binding protein PtxB (BOFENHFE_00026)

Phosphate-import permease protein PhnE (BOFENHFE_00027)
HTH-t‘ype transcriptional regulator CysL (BOFENHFE_00029)

1S3 family transposase ISAba21 (BOFENHFE_00024)
ViuPDGC system (VF0627) (BOFENHFE_00025)
‘ Pﬁosphoﬁate deﬁydrogenase (BOFENHFE_00028)

1S3 family transposase ISAba21 (BOFENHFE_‘OOOZS)‘ DNA-invertase hin (BOFENHFE_00031)

2 L | 30 32

IMGPR_plasmid_2579778864_000010: 13,260-31,529 (+)
putative phosphite transport system-binding protein PtxB (HPPAKHEJ_00039)
Phosphate-import permease protein PhnE (HPPAKHEJ_00040)
HTH-t‘ype transcriptional regulator CysL (HPPAKHEJ_00042)

1S3 family transposase ISAba21 (HPPAKHEJ_00037) Benzaldehyde dehydrogenase [NAD(+)] (HPPAKHEJ_00047)
T Phosphohate deF\yd rogenase (HPPAKHEJ_00041) Anaerobic nitric oxide reductase transcription regulator NorR (HPPAKHEJ_00049)
ViuPDGC system (VF0627) (HPPAKHEJ_00038) \ Aryl-alcohol dehydrogenase (HPPAKHEJ_00046)
1S3 family transposase ISAba2 1 (H PPAKHEJ_‘00036) DNA-invertase hin (HPPAKHEJ_00043)
35 [ \ \ T 44 4 48 5051

K K

IMGPR _plasmid_2565957075_000006: 25,361-45,278 (+)
; 9000 nt |
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




