HTH-type transcriptional regulator SutR (ECCJOBOF_00024)
L-aspartate/glutamate-specific racemase (ECCJOBOF_00021)
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IMGPR_plasmid_2876591303_000005: 330-6,017 (-)
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IMGPR_plasmid_3300048924_000020: 246-4,516 (-)
9 8 3 2 Putative reactive intermediate deaminase TdcF (GIOIBOHF_00001)

IMGPR_plasmid_3300031418_000037: 220-6,304 (-)
Putative reactive intermediate deaminase TdcF (PPOLAANB_00003)
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IMGPR_plasmid_3300048925_000048: 147-5,927 (-)
Putative defective protein IntQ (FGPEOPPB_00005)
LexA repressor (FGPEOEPB,OOOO3)
12 | 4 | putative oxidoreductase (FGPEOPPB_00006)
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IMGPR_plasmid_2905904552_000004: 248-7,085 (+)

Putative defective protein IntQ (BPKMEOPD_00004)

LexA repressor (BPRMEOPD_OOOO2)

1 | 3 | putative oxidoreductase (BPKMEOPD_00005)
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IMGPR_plasmid_2905885049_000004: 63-6,583 (+)
Putative defective protein IntQ (BGIMGGHK_00003)
12 putative oxidoreductase (BGIMGGHK_00004)

IMGPR _plasmid_2937664816_000004: 63-6,163 (+)
MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NFO00025.1) (GKOCNNMJ_00117)
HTﬁ-type transcriptional regulator YofA (GKOCNNMJ_00115)
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IMGPR_plasmid_2903080973_000003: 97,770-114,818 (-)

MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NFO00025.1) (FODMKOML_00003)
HTH-type transcriptional regulator YofA (FODMKOML_00005)

Michele_lA_hits_groupéd (FODMKOML_00002) HTH-type transcriptional regulator PgrR (FODMKOML_00014)
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IMGPR_plasmid_2937655109_000003: 108-17,156 (+)
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