putative two-component-system connector protein YcgZ (NMFABENF_00019)
Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (NMFABENF_00026)
Aldehyde oxidoreductase IEAD-binding subunit PaoB (NMFABENF_00027)
HTH-type transcriptional regulator PgrR (NMFABENF_00025)
Iron/manganese transport (VF1116) (NMFABENF_00022)
Iron/manganese transport (VF1116) (NMFABENF_00024)
EfaA (VF0354) (NMFABENF,O‘OO21) Aldehyde oxidoreductase molybdenum-binding subunit PaoC (NMFABENF_00028)
20 Iron/manganese ‘transport (VF1116) (NMFABENF_00023) \ \ Purine catabolism protein PucB (NMFABENF_00029)
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IMGPR_plasmid_2876591303_000005: 12,254-22,799 (+)
Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (MDCHJDIM_00007)
Aldehyde oxidoreductase II—AD—binding subunit PaoB (MDCHJDIM_00006)
‘ Molybdenum cofactor insertion chaperone PaoD (MDCHJDIM_00003)
Aldehyde oxidoreductase molybdenum-binding subunit PaoC (MDCHJDIM_00005)
| Purine catabolism protein PucB (MDCHJDIM_00004)

HTH-type transcriptional regulator PgrR (MDCHJDIM_00008) Vitamin BﬁZ-binding protein (MDCHJDIM_00002)
Iron/manganese transport (VF1116) (MDCHJDIM_00009) \ \ Metal-pseudopaline receptor CntO (MDCHJDIM_00001)

a0 I, A A —{ A ! A £ |

IMGPR _plasmid_3300031413 000097: 912-15,677 (-)
Iron/manganese transport (VF1116) (ECCJOBOF_00005)
4 3 2 HTH-type transcriptional regulator PgrR (ECCJOBOF_00001)
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IMGPR _plasmid_2876586586_000007: 355-8,259 (-)

Glycine cleavage system transcriptional activator (GIOIBOHF_00026)
Iron/manganese transport (VF1116) (GIOIBOHF_00022) HTH-type transcriptional regulator CysL (GIOIBOHF_00031)
23 24 25 27 28 29 30
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IMGPR_plasmid_3300031418_000037: 11,585-23,962 (+)

Glycine cleavage system transcriptional activator (LOFEEPDA_00024)
Iron/manganese transport (VF1116) (LOFEEPDA_00020)
21 | 723 25 26 27 28
|

IMGPR_plasmid_3300031282_000011: 10,745-21,824 (+)

resist_ArsN1b-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (MCPJJGFN_00031)

Glycine cleavage system transcriptional activator (MCPJJGFN_00025)

Iron/manganese transport (VF1116) (MCPJJGFN_00021) HTH-type transcriptional regulator CysL (MCPJJGFN_00030)
22 23 24 26 27 28 29 ‘ 32 33

aaO—/— o o < KK —aa{ {1 @& dHOD—@l
IMGPR_plasmid_3300013307_000009: 11,081-25,369 (+)

} 5000 nt {

virulence (VFDB) AMR (AMRFinderPlus)
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