Glutathione transport system permease protein GsiD (NDKBHGHA_00042)

Leucine-responsive regulatory protein (NDKBHGHA_00040)
D-galactonate dehydratase (NDKBHGHA_00035) Glutathione import ATP-binding protein GsiA (NDKBHGHA_00041)
FbpABC (VF0272) (NDKBHGHA_00034) Glycine oxidase (NDKBHGHA_OOOBé) Glutathione transport sy‘stem permease protein GsiC (NDKBHGHA_00043)
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IMGPR_plasmid_2802429635_000020: 37,103-50,796 (+)

Diacetylchitobiose uptake system permease protein DasB

Trehalose-recycling ABC transporter (VF0842) (EMBODFKD_00007) 12 14
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IMGPR _plasmid_3300025297_000251:7,261-20,166 (+)

rif_monoox-NCBIFAM rifampin monooxygenase (NFO33145.1) (GAPKHLGO_00041)
Trehalose-recycling ABC transporter (VF0842) (GAPKHLGO_00035) 40 SspA_00001 SspA (GAPKHLGO_00042)
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