
IMGPR_plasmid_3300014511_000037: 1-4,546 (+)

Prophage integrase IntS (PDOOODGN_00001)

tRNA-Asn(gtt)
Protein MtfA (PDOOODGN_00003)

3 4 5 6 7

IMGPR_plasmid_3300028964_000039: 49-6,505 (+)

Yersiniabactin (VF0136) (BBLFILKL_00001)
Prophage integrase IntA (BBLFILKL_00002)
Prophage integrase IntS (BBLFILKL_00003)

Protein MtfA (BBLFILKL_00004)

IMGPR_plasmid_3300000292_000039: 292-5,606 (+)

Prophage integrase IntA (FFIMIHKL_00001)
Protein MtfA (FFIMIHKL_00003)

IMGPR_plasmid_3300039322_000030: 32,161-39,866 (-)

Protein MtfA (MECLAIPB_00040)

Prophage integrase IntA (MECLAIPB_00042)
Yersiniabactin (VF0136) (MECLAIPB_00043)
Ybt (VF0564) (MECLAIPB_00044)

IMGPR_plasmid_648276661_000018: 67-12,749 (+)

1
ABC transporter (VF0818) (KLJGPKGG_00002)

ABC transporter (VF0818) (KLJGPKGG_00003)

Ybt (VF0564) (KLJGPKGG_00004)

Yersiniabactin (VF0136) (KLJGPKGG_00005)

Prophage integrase IntA (KLJGPKGG_00006)
Protein MtfA (KLJGPKGG_00008)

IMGPR_plasmid_3300029058_000079: 22,264-44,447 (-)

Protein MtfA (AGHNLLLB_00030)303132

Fosfomycin resistance protein AbaF (AGHNLLLB_00035)

AMP nucleosidase (AGHNLLLB_00036)

putative transcriptional regulatory protein YeeN (AGHNLLLB_00037)
HTH-type transcriptional regulator GltC (AGHNLLLB_00039)

HTH-type transcriptional regulator cbl (AGHNLLLB_00040)

putative FMN/FAD exporter YeeO (AGHNLLLB_00042)

IMGPR_plasmid_3300029816_000039: 36-6,217 (+)

1

Sd-CDT (VF0986) (NHFFPNNJ_00002)
Sd-CDT (VF0986) (NHFFPNNJ_00003)

CDT (VF0185) (NHFFPNNJ_00004) 7 10

8000 nt

virulence (VFDB) tRNA


