
IMGPR_plasmid_3300029392_000108: 400-4,517 (+)

Transcription elongation factor GreA (ECKKEJBN_00001)
Elongation factor P--(R)-beta-lysine ligase (ECKKEJBN_00002)

3 4 5 6 7

IMGPR_plasmid_3300029391_000084: 9,268-13,385 (-)

Elongation factor P--(R)-beta-lysine ligase (ACBBAKPE_00015)
Transcription elongation factor GreA (ACBBAKPE_00016)

IMGPR_plasmid_3300029845_000156: 10,259-14,976 (-)

Elongation factor P--(R)-beta-lysine ligase (IHCGDFPO_00016)
Transcription elongation factor GreA (IHCGDFPO_00017)

18

IMGPR_plasmid_3300029430_000111: 288-5,267 (+)

HspX (VF0301) (DNLOGEKC_00001)

Transcription elongation factor GreA (DNLOGEKC_00002)
Elongation factor P--(R)-beta-lysine ligase (DNLOGEKC_00003)

IMGPR_plasmid_3300029872_000070: 9,026-14,005 (-)

Elongation factor P--(R)-beta-lysine ligase (MLNOMDKK_00015)
Transcription elongation factor GreA (MLNOMDKK_00016)

HspX (VF0301) (MLNOMDKK_00017)

IMGPR_plasmid_3300029616_000079: 14,469-18,094 (-)

Elongation factor P--(R)-beta-lysine ligase (KGBDOLFK_00021)

IMGPR_plasmid_3300000360_000048: 7-3,299 (+)

Elongation factor P--(R)-beta-lysine ligase (ALDOOLNL_00001)

IMGPR_plasmid_3300039322_000103: 8,923-14,745 (-)

Elongation factor P--(R)-beta-lysine ligase (FLBAMNOF_00015)
Transcription elongation factor GreA (FLBAMNOF_00016)

17

putative tRNA-dihydrouridine synthase (FLBAMNOF_00018)

IMGPR_plasmid_3300014931_000019: 14,988-23,735 (-)

Elongation factor P--(R)-beta-lysine ligase (EDLDDMMN_00022)
Transcription elongation factor GreA (EDLDDMMN_00023)

tRNA-Leu(cag)2425

IMGPR_plasmid_3300008350_000055: 20-4,814 (+)

tRNA-dihydrouridine synthase B (EBDKFKGP_00001)
Transcription elongation factor GreA (EBDKFKGP_00002)

Elongation factor P--(R)-beta-lysine ligase (EBDKFKGP_00003)

IMGPR_plasmid_3300039335_000209: 93-2,005 (+)

Methionine--tRNA ligase (LJMHMGLJ_00001)

IMGPR_plasmid_3300029104_000091: 13,095-15,007 (-)

Methionine--tRNA ligase (HKCPEEKP_00021)

IMGPR_plasmid_3300029358_000132: 96-3,019 (+)

Elongation factor P--(R)-beta-lysine ligase (OOHJKADF_00001)

IMGPR_plasmid_3300030032_000053: 10,770-13,135 (-)

Elongation factor P--(R)-beta-lysine ligase (GOACGNKP_00016)

IMGPR_plasmid_3300029103_000033: 44-3,074 (+)

Transposase from transposon Tn916 (OLENLHNJ_00001)
Methionine--tRNA ligase (OLENLHNJ_00002)

IMGPR_plasmid_3300029708_000235: 622-14,420 (+)

LOS (VF0326) (GDLGPNIP_00001)
LOS (VF0326) (GDLGPNIP_00002)

3

putative protein (GDLGPNIP_00004)

Ornithine carbamoyltransferase (GDLGPNIP_00005)

Bifunctional ligase/repressor BirA (GDLGPNIP_00006)

7
tRNA-dihydrouridine synthase B (GDLGPNIP_00008)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (GDLGPNIP_00009)

Transcription elongation factor GreA (GDLGPNIP_00010)

Elongation factor P--(R)-beta-lysine ligase (GDLGPNIP_00011)

IMGPR_plasmid_3300029795_000101: 2-8,083 (+)

Siderophore-dependent iron uptake system (VF0738) (AJOHOFFE_00001)
Macrolide export ATP-binding/permease protein MacB (AJOHOFFE_00002)

3

vanY_of_D-NCBIFAM transpeptidase-like D-Ala-D-Ala carboxypeptidase VanY-D (NF000471.1) (AJOHOFFE_00004)

5 6
Transposase from transposon Tn916 (AJOHOFFE_00007)

Methionine--tRNA ligase (AJOHOFFE_00008)

IMGPR_plasmid_3300008725_000075: 12,401-16,409 (-)

18
Transposase from transposon Tn916 (BJMLDHMH_00019)

2021

IMGPR_plasmid_3300029393_000125: 59-5,174 (+)

1 2 3 4 5 6

IMGPR_plasmid_3300029853_000075: 6-5,342 (+)

1 2 3 4 5
Transposase from transposon Tn916 (JFODFIOL_00006)

7

IMGPR_plasmid_3300029735_000078: 78-4,816 (+)

1 2 3 4
Transposase from transposon Tn916 (FPKNFCKH_00005)

6

IMGPR_plasmid_3300029438_000122: 14,549-21,202 (-)

22
Transposase from transposon Tn916 (AIKBOLKN_00023)

2425262728293031

IMGPR_plasmid_3300029054_000053: 13,484-15,998 (-)

HitABC (VF0268) (NMAPHAAF_00016)21

IMGPR_plasmid_3300029664_000066: 188-8,088 (+)

1 2 3

Accessory gene regulator protein B (JGKIHAHI_00004)

5 6 7 8
Transposase from transposon Tn916 (JGKIHAHI_00009)

Methionine--tRNA ligase (JGKIHAHI_00010)

IMGPR_plasmid_3300029785_000075: 10,773-16,824 (-)

Methionine--tRNA ligase (EIIHAONM_00016)
Transposase from transposon Tn916 (EIIHAONM_00017)

18192021

Accessory gene regulator protein B (EIIHAONM_00022)

23

IMGPR_plasmid_3300029493_000136: 97-9,250 (+)

Methionine--tRNA ligase (CLBBIBNE_00001)
2 3 4 5 6 7 8 9

Transposase from transposon Tn916 (CLBBIBNE_00010)
Methionine--tRNA ligase (CLBBIBNE_00011)

5000 nt

virulence (VFDB) AMR (AMRFinderPlus) tRNA


