RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (BNJKEKEA_00046)
Sensor histidine kinase RcsC (BNJKEKEA_00047)
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IMGPR_plasmid_3300029083_000083: 20-10,254 (-)
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IMGPR_plasmid_3300029748_000283: 338-7,536 (-)
5 4 3 2 Putative fimbrium subunit Fim1C (DPGJCJPB_00001)

IMGPR_plasmid_3300029012_000061:170-11,810(-)

Putative fimbrium subunit Fim1C (POKGKCGK_00005)
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IMGPR _plasmid_3300035650_000034: 234-15,501 (-)
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IMGPR _plasmid_3300029416_000328: 100-7,305 (-)
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IMGPR_plasmid_3300029773_.000318: 30-6,911 (-)
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IMGPR_plasmid_3300029310_000115:20,467-28,286 (+)
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IMGPR_plasmid_3300029451 000071:131-8,633 (-)
PDC-S05_WP_205197604.1 (DMBHAHFP_00003)
Tyrosine recombinase XerC (DMET—iAH FP_00002)
DNA topoisomerase 3 (DMBHAHFP_00009) ‘
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IMGPR_plasmid_2938088584_000003: 89-29,002 (-)
Putative fimbrium subunit Fim1C (MKJHHEBD_00035)
3132 33 34 36 37 38 39 40 DNA topoisomerase 3 (MKJHHEBD_00041)
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IMGPR_plasmid_2562617142_000008: 23, 401-46,386 (+)
Putative fimbrium subunit Fim1C (KCEGCODK_00044)
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IMGPR_plasmid_3300029423_000240: 26,607-49,831 (+)
Putative fimbrium subunit Fim1C (LKOPDKLM_00005)
7 6 4 3 2 1

IMGPR _plasmid_3300029586_000263: 171-15,510 (-)
Putative fimbrium subunit Fim1C (GEJCKPNN_00003)
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IMGPR _plasmid_3300029769_000236: 2-12,753 (-)
Transcriptio@ regulatory protein TyrR (FOONFBOG_00034)
Regulatory protein AtoC (FOONFBOG_00035) 40
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IMGPR_plasmid_3300029745_000319: 24,025-32,680 (+)
Transcriptional regulatory protein TyrR (OHEIINNJ_00026)
21 22 23 Regulatory protein AtoC (OHEIINNJ_00027)
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IMGPR_plasmid_3300008547_000185: 16,970-27,408 (+)
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IMGPR_plasmid_3300029704_000296: 103-8,020 (-)
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