Hemolysin expression-modulating protein Hha (KNEGHLOA_00034)
Endonuclease YhcR (KNEGHLOA_00033)
32 | 35 36 37 38 39

IMGPR _plasmid 2703718791 _000004: 32,424-38,121 (+)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (FAFNAIPA_00005)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NFO12171.0) (FAFNAIPA_00006)
Fertility inhibition protein (FAFNAIPA_00013) ‘ Tn3 family transposase (FAFNAIPA_00003)
DNA-invertase hin (FAFNAIPA_00004) \ 2 1

D—D—DDD—[H;K_@ —a&da

IMGPR _plasmid_2703718796_000003: 163-12,115 (-)
vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (KHCKKGMJ_00002)
Putative protein-methionine-sulfoxide reductase subunit Yedz1 (KHCKKGMJ_00003)
Putative protein-methionine-sulfoxide reductase subunit Yedz1 (KHCKKGMJ_00004)
1S91 family transposase 1SSbo1 (KHCKKGMJ,OOOOé)
T 5 | Adaptive-response sensory-kinase SasA (KHCKKGMJ_00001)

E— 01— @D

I
IMGPR_plasmid_2602041644_000001:797-10,711 (-)

Coupling protein TraD (IAPPMNDG_00023) 16
Multifunctional conjugation protein Tral (IAPPMNDG_00022) 21 18 QT

IMGPR_plasmid_2582580945_000006: 8,087-22,341 (-)

penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptide repeat protein (NFO00420.1) (DHFKDDPK_00010)
dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferase (DHFKDDPK_00003)
Microcin B17-processing protein McbC (DHFKDDPK_00006)
Microcin B17-processing protein McbB (DHFKDDPK,OOOOS)
Mlcrocm B17-processing protein McbD (DHFKDDBK 00007) Plasmid segregation protein ParM (DHFKDDPK_00001)

mads_8 (DHEKDDPK_00009) Bacteriocin microcin B17 (DHFKDDPK_00004)
1312 11 \ 8 | | TProtein5tbB (DiKDDlK_OOOOZ)

K K

IMGPR _plasmid_2671181134_000003:892-15,777 (-)

IMGPR_plasmid_2671180275_000001: 52-5,822 (-)

1S3 family transposase 15629 (HKKJLBEE_00002)
43 |1

IMGPR _plasmid 2713896896 _000002: 1,053-7,590 (-)
HTH-type transcriptional regulator CatM (PJHHHPNI_00034)
Fumarate reductase flavoprotein subunit (PJHHHPNI_00035)
Proline/betaine transporter (PJHHHPNI_00037)

36 3839 40
IMGPR_plasmid_2563366941_000001: 28,949-40,720 (+)

1S6 family transposase 1526 (IFEJDDON_00003)
65 4 2 trim_DfrA8-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA8 (NFO00126.2) (IFEJDDON_00001)

{1 — DMK

IMGPR _plasmid_2648501400_000003: 141-7,343 (-) -
RNA chaperone ProQ (DOGABDPJ_00002)
Toxin RelE2 (DOGABDPJ_00005)
614 3 | 1

IMGPR _plasmid_2585427766_000001: 290-7,094 (-)
Plasmid segregation protein ParM (BHHGONBG_00055)

3'-5' exonuclease DinG (BHHGONBG_00052)
Toxin RelE2 (BHHGONBG_00051) MTase_|I_00014 Type (BHHGONBG_00057)

Mok_Hok_Sok_Hok (BHHGONBG_00047) Protein StbB (BHHGONBG_00054)
46 T 50 53 T 56 58 59 60

\MGPR»p\asmid73300023521_000003: 38,137-50,849 (+)
3'-5' exonuclease DinG (ENKPGDNA_00056)
Toxin RelE2 (ENKPGDNA_00055)
‘ Protein StbB (ENKPGDNA_00058)

54 57 "] Plasmid segregation protein ParM (ENKPGDNA_00059)

IMGPR_plasmid_2663763159_000002: 41,591-50,470 (+)
3'-5' exonuclease DinG (DDGMLFCF_00061)
Protein StbB (DDGMLFCF_00062)
5960 | | Plasmid segregation protein ParM (DDGMLFCF_00063)

IMGPR_plasmid_2534681912_000002: 47,966-54,556 (+)
3'-5' exonuclease DinG (NMKLAHAP_00042)
Toxin RelE2 (NMKLAHAP_00041)
40 | 43 Tn3family transposase Tn2 (NMKLAHAP_00044)

IMGPR plasmid 2660238321 000003: 31,944-42,236 (+)
3'-5' exonuclease DinG (NMOGDPGK_00033)
Toxin RelE2 (NMOGDPGK_00032)
31 | 34 Maltoporin (NMOGDPGK_00035)

IMGPR _plasmid_2554235007_000004: 27,084-35,241 (+) |
Antitoxin Peml (KJCFOFNC_00003)
MazEF_MazF (KJICFOFNC_00002)
4 | ] Menshen_NsnA(KJCFOFNC_00001)

OE—/ D10 — O DD

IMGPR _plasmid_3300029244_000004: 50-8,067 (-) y 4
Antitoxin Peml (JCJJDEPA _00048)
MazEF_MazF (JCJJDEPA 00049)
47 | | Menshen_NsnA (JCJJDEPA_ 00050)

—_— I
IMGPR_plasmid_3300029653_000003: 38,292-45,163 (+)
Antitoxin Peml (IOJGAKFJ_00004)

MazEF_MazF (I0JGAKFJ_00003) Beta-lactamase TEM (IOJGAKFJ_00001)
5  Menshen_NsnA (I0JGAKFJ_00002)

E— DD 1D — D PD- T

IMGPR_plasmid_2690316231_000002: 299-9,453 (-) y 4
Antitoxin Peml (GGCNODME_00004)
MazEF MaZFEGCNODME 00003) Beta-lactamase TEM (GGCNODME_00001)
5 Menshen_ NsnA (GGCNODME_00002)

OHD- P10 — 0 DD

- ——
IMGPR_plasmid_3300008069_000003: 236-8,244 (-)

Antitoxin Peml (FEHMDFJM_00002)
3 | MazEF_MazF (FEHMDFJM_00001)

E—D- D 1TO— O DD

IMGPR_plasmid_2639762769_000003: 201-6,622 (-) y
1S1 family transposase IS1D (JEOFJIEP_00002)
Antitoxin Peml (JEOFJIEP.00004)
MazEF_MazF (JEOFJIEP_00003)
5 | [ | Tn3familytransposase Tn3 (JEOFJIEP_00001)
EEO{1T— O Ph-PD-E
_—
IMGPR_plasmid_2690316187_000001: 117-6,635 (-)
1S6 family transposase 1S15 (GEHHFEKH_00004)
Antitoxin Pem| (GEHHFEKH_00007)
MazEF_MazF (GEHHFEKH_00006)
| Protein StbB (GEHHFEKH_00002)
Menshen_ NsnA (GEHHFEKH_OOOOS)
8 | | | 3 Plasmid segregation protein ParM (GEHHFEKH_00001)

IMGPR_plasmid_2554235182_000002: 1,075-10,226 (T
1S1 family transposase IS1D (EEHLCAGA_00007)
1S1 family transposE';e IS1IR (EEHLCAGA_00006)
1S6 family transposase 1526 (EEHLCAGA_00003)
Regulatory protein RepA (EEHLCAGA_00004)
Antitoxin Peml (EEHLCAG _Od009)

MazEF_MazF (EEHLCAGA 00008) Beta-lactamase TEM (EEHLCAGA_00002)
0 | T | | 5 | 1

IMGPR _plasmid_2541047727_000001:83-11,567 (-) —]
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (NHIGGCBC_00056)
PRK13747.1-PRK PRKIPRT(13747.1: broad-spectrum mercury transporter MerE (NFO10310.2) (NHIGGCBC_00060)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlénal regulator (NFO10315.0) (NHIGGCBC_00054)
coreg_MerD- NCBIFAM mercury resistance co-| regulator MerD (NF033783.1) (NHIGGCBC_00059)
transport_merC-NCBIFAM organomercurlaltransporter MerC (NF033784.1) (NHIGGCBC_00057)
MerA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIGRO2053.1) (NHIGGCBC_00058)
151 family transposase 151D (NHIGGCBC_00052)
151 family transposase IS1R (NHIGGCBC_00053)
Antitoxin Peml (NH|GGCB¢,W050)J
MazEF_MazF (NHIGGCBC_.00051) putative signaling protein (NHIGGCBC_00061)
49 Mercuric transport protein MerT (NHIGGCBC_00055) | | 62

L _ | — Cr [ ]
IMGPR _plasmid_2541047767_000001: 38,395-50,733 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (EODEJMCN_00007)
PRK13747.1-PRK PRK|PR+T13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (EODEJMCN_00003)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptidnal regulator (NFO10315.0) (ESDEJMCN_OOOO‘?)
coreg,MerB—WCBIFAM mercury resistance co»regulétor MerD (NF033783.1) (EODEJMCN_00004)
transport_merC-NCBIFAM organomércurial transporter MerC (NF0337§ZT) (EODEJMCN_00006)
MerA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (EODEJMCN_00005)
1S1 family transposase 1S1D (EODEJMCN_00011)
151 family transposase IS1R (EODEJMCN_00010)
Antitoxin Peml (EODEJMCN_ Ww)i
MazEF__MazF (EODEJMCN 00012)

putatlve signaling protein (EODEJMCN_00002)
14 Mercuric transport proteln MerT ( 1

ODEJMCN_00008) | |

_— — [ ]
IMGPR_plasmid_2541047775_000001: 77-12,415 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (KAFGIFLA_00008)
PRK13747.1-PRK PRKIPﬁR13747.1: broad-spectrum mercury transporter MerE (NFO10310.2) (KAFGIFLA_00004)
PRK13752.1-PRK PRK|PRK13752.1: Hg(lIl)-responsive transcriptibnal regulator (NFO10315.0) (ﬂFGIFLA_OOOlO)
coreg_MeE)'T\lCBIFAM mercury resistance co-regul‘ator MerD (NF033783.1) (KAFGIFLA_00005)
transport_merC-NCBIFAM organornercurial‘transporter MerC (NF033784.1) (KAFGIFLA_00007)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (KAFGIFLA_00006)
1S1 family transposase 1IS1D (KAFGIFLA_00012)
151 family transpo{a?e ISIR (KAFGIFLA_00011)
Antitoxin Peml (KAFGIFLA_00014) L
MazEF_MazF (KAFGIFLA 00013)

putative signaling protein (KAFGIFLA_00003)
15 Mercuric transport proteln MerT (

AFGIFLA 00009) | | 2 1S6 family transposase 1526 (KAFGIFLA_00001)

a T
IMGPR _plasmid_2541047764_000003: 53-13,142 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (LLJGJMGJ_00013)
PRK13747.1-PRK PRKIPER13747.1: broad-spectrum mercury transporter MerE (NFO10310.2) (LLJGJMGJ_00009)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptibnal regulator (NFO10315.0) (LLJGIMGJ_00015)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NFO32895.1) (LLJIGJMGJ_00004)
coreg_MerD-NCBIFAM mercury resistance co-regul‘ator MerD (NF033783.1) (LLJGJMGJ_00010)
transport_merC-NCBIFAM organon‘wercuriaI‘transporter MerC (NFO337§4.1) (LLJGJMGJ_00012)
MerA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (LLIGJMGJ_00011)
151 family transposase 1S1D (LLJGJMGJ_00017) APH_6-NCBIFAM APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (LLJGJMGJ_00005)

151 family transposase ISR (LLJGJMGJ_00016) Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (LLJGJMGJ_00003)
Antitoxin Peml (LLJGJMGJ_00019) la \ 1S6 family transposase 1526 (LLJGIJMGJ_00006)
MazEF_| Maz?LLJGJMGJ 0001 ) putative signaling protein (LLJGJMGJ_00008) Regulatory protein RepA (LLJGJMGJ_00001)
20 Mercuric transport protem MerT ( LJGJMGJ,00014) \ \ 7 2
— - — I

IMGPR_plasmid_2541047804_000001: 103-17,621 (-)_
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (BMHOHBPP_00054)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (BMHOHBPP_00055)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NF000330.1) (BMHOHBPP_00053)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (BMHOHBPP_00063)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (BMHOHBPP_00056)
1S6 family transposase 1S15 (BM HOHBPIﬁ_OOOS 1) putati\‘/e chromate transport protein (BMHOHBPP_00058)

Tyrosine recombinase XerC (BMHOHBPP_OOOSZ) Transcriptional regulator BMHOHBPP_00059)
Antitoxin Peml (BMHOHBPP_00049] 156 family transposase 156100 (BMHOHBPP_00060)
MazEF_MazF (BMHOHBPP_00050) ‘ Qultidrug efflux pump Tap (BMHOHBPP_00062)
8 | T | | 57 | 61 |
| L & ;& — | I
IMGPR _plasmid_2563366918 _000001: 38,183-54,219 (+)
1S3 family transposase ISEc48 (GJLLLGDK_00008)
1S3 family transposase 1S2 (GJLLLGDK_00009) 1S3 family transposase 15629 (GJLLLGDK_00005)
1110 ‘ EaaA (VF1163) (GJLLLGDK_00007) 6 4 3 2 1

]/ 01O — iy H-E—HEdEo

IMGPR _plasmid 2698536618 000001: 158-14,876 (-)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (IMJDNOBB_00008)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NFO12171.0) (IMJDNOBB_00009)
Sul2-NCBIFAM sulfonamide-resistant dihyaropteroate synthase Sul2 (NF000295.1) (IMJDNOBB_00007)
1S6 family transposase 1S15DI11 (IMJDNOBB_00002)
Beta-lactamase TEM (IMJDNDBB_00003)

13] 11 10 65 4 | 156 family transposase 1526 (IMJDNOBB_00001)
I E—
IMGPR_plasmid_2606217175_000005: 176-13,030 (-)
Na(+)-translocating NADH-quinone reductase subunit C (DFAIPOEF_00012) Thiol-disulfide oxidoreductase ResA (DFAIPOEF_00005)
Thiol-disulfide oxidoreductase ResA (BFAIPOEF 00013) Glucosmhosphatase (DFAIPOEF_00003)
1S6 family transposase 1526 (DFAIPOEF_00015) 34 kDa membrane antigen (DFAIPOEF 00010) FbpABC (VF0272) (DFAIPOEF_00008)
14 | | 11 8 7 | 4 | 2 RTII-AM_II-B_2 (DFAIPOEF_00001)
- A ) ) al
IMGPR_plasmid_2541047918 000001: 1,001-17,293 (-)
Na(+)-translocating NADH-quinone reductase subunit C (GFMMFDOE_00051) Thiol-disulfide oxidoreductase ResA (GFMMFDOE_00058)
Thiol-disulfide oxidoreductase ResA (GFMMFDOE_00050) Glucose-1-phosphatase (GFMMFDOE_00060)
1S6 family transposase 1S26 (GFMMFDOE_00048) 34 kDa membrane antigen (GFMMFDOE_00053)  FbpABC (VF0272) (GFMMFDOE_00057)
49 | | 52 54 55 56 | 59 | 61 RTII-AM_II-B_2 (GFMMFDOE_00062)
A ) ] -
IMGPR_plasmid_2541047790_000003: 38,233-54,525 (+)
Na(+)-translocating NADH-quinone reductase subunit C (MBBIGIFA_00011) Thiol-disulfide oxidoreductase ResA (MBBIGIFA_00004)
Thiol-disulfide oxidoreductase ResA (MBBIGIFA_00012) Glucosmhosphatase (MBBIGIFA_00002)
1S6 family transposase 1526 (MBBIGIFA_00014) 34 kDa membrane antigen (MBBIGIFA_00009) FbpABC (VF0272) (MBBIGIFA_00005)
13 | | 10 8 7 6 | 3 | 1
A ) !
IMGPR_plasmid_3300028979_000001: 312-16,062 (-)
Na(+)-translocating NADH-quinone reductase subunit C (HFDKLKNB_00051) Thiol-disulfide oxidoreductase ResA (HFDKLKNB_00058)
Thiol-disulfide oxidoreductase ResA (ﬁFDKLKNB,OOOSO) Glucosemosphatase (HFDKLKNB_00060)
1S6 family transposase 1526 (HFDKLKNB_00048) 34 kDa membrane antigen (HFDKLKNB_00053) FbpABC (VF0272) (HFDKLKNB_00057)
49 | | 52 54 55 56 | 59 | 61

EHD DD — 0D A A ) EDOED

—
IMGPR_plasmid_3300028986_000004: 38,313-54,063 (+)

Na(+)-translocating NADH-quinone reductase subunit C (FBMFKDFD_00011) Thiol-disulfide oxidoreductase ResA (FBMFKDFD_00004)
Thiol-disulfide oxidoreductase ResA (FBMFKDFD_00012) GIucoseI—Fhosphatase (FBMFKDFD_00002)
1S6 family transposase 1S26 (FBMII—KDFD_ObOM) 34 kDa membrane antigen (FBMFKDFD_00009) FbpABC (VF0272) (FBMF}‘(DFD_OO(E?)
13 | | 10 8 7 6 [ 3 | 1

E—0E- D {— - LA A ) D

]
IMGPR_plasmid_2684622821_000004: 282-17,178 (-)

Thiol-disulfide oxidoreductase ResA (HDCMLBIF_00064)

Na(+)-translocating NADH-quinone reductase subunit C (HDCMLBIF_00057) 1S66 family transposase ISEc22 (HDCMLBIF_00072)
Thiol-disulfide oxidoreductase ResA (HDCMLBIF_00056) Glucose-1-phosphatase (HDCMLBIF_00066)
156 family transposase 1S26 (HDCMLBIF_00054) 34 kDa membrane antigen (HDCMLBIF_00059) FbpABC (VF0272) (HDCMLBIF_00063)
58 60 61 62 | 65 | 67 68 69 70 71

DID-D-1D— i A i )

IMGPR_plasmid_2541047919_000001:43,678-62,409 (+)

Thiol-disulfide oxidoreductase ResA (MPDHMHGF_00071)
1S5 family transposase ISKpn26 (MPDHMHGF_00074)

l 1S3 family transposase 15629 (MPDHMHGF_00077)
Na(+)-translocating NADH-quinone reductase subunit C (MPDHMHGF_00064) Glucose-1-phosphatase (MPDHMHGF_00073)
Thiol-disulfide oxidoreductase ResA (ﬁPDHMHGF_OOOéS) ‘ Serine protease EspC (MPDHMHGF_00076)
1S6 family transposase 1S26 (MPDHMHGF_OOOél) 34 kDa membrane antigen (MPDHMHGF_00066) FbpABC (VF0272) (MPDHMHGF_OOO7d)
62 | | 65 67 68 69 | 72 | 75  UG4(MPDHMHGF 00078)

OO0 — {0 A A )

IMGPR_plasmid_2541047826_000001:48,663-68,190 (+)

Thiol-disulfide oxidoreductase ResA (MFJHHBOE_00008)
1S5 family transposase ISKpn26 (MFJHHBOE_00005)
‘ 1S3 family transposase 15629 (MFJHHBOE_00002)

Na(+)-translocating NADH-quinone reductase subunit C (MFJHHBOE_00015) Glucose-1-phosphatase (MF)HHBOE_OOOOé)
Thiol-disulfide oxidoreductase ResA (MFJHHBOE_00016) ‘ Serine p‘rotease EspC (MFJHHBOE_00003)
1S6 family transposase 1S26 (MFJHHBOE_ObOlS) 34 kDa membrane antigen (MFJHHBOE_00013) FbpABC (VF0272) (MFJHHBOE_OOOO?i
17 | | 14 12 11 10 | 7 \ 4 UG4 (MFJHHBOE_00001)

OO 0— {0 A A

IMGPR_plasmid_2541047798_000004: 1,001-20,528 (-)

Thiol-disulfide oxidoreductase ResA (HGBGPGPN_00007)

1S5 family transposase ISKpn26 (HGBGPGPN_00004)
‘ 1S3 family transposase 15629 (HGBGPGPN_00001)

Na(+)-translocating NADH-quinone reductase subunit C (HGBGPGPN_00014) Glucose-1-phosphatase (HGBGPGPN_00005)
Thiol-disulfide oxidoreductase ResA (HGBGPGPN_00015) Serine protease EspC (HGBGPGPN_00002)
1S6 family transposase 1S26 (HGBGPGPN_Ob017) 34 kDa membrane antigen (HGBGPGPN_00012) FbpABC (VF0272) (HGBG GPN_OOOOS)
16 | | 13 11 10 9 | 6 \ 3

A A

IMGPR_plasmid_3300029623_000005: 19-17,906 (-)
Thiol-disulfide oxidoreductase ResA (KEJHMOLK_00055)
1S5 family transposase ISKpn26 (KEJHMOLK_00058)
\ 1S3 family transposase 15629 (KEJHMOLK_00061)

Na(+)-translocating NADH-quinone reductase subunit C (KEJHMOLK_00048) Glucose-1-phosphatase (KEJ‘HMOLK,OOOS7)
Thiol-disulfide oxidoreductis'g?esA (KEJHMOLK_00047) ‘ Serrne prbtease EspC (KEJHMOLK_00060)
1S6 family transposase 1526 (KEJHMOLK_00045) 34 kDa membrane antigen (KEJHMOLK_00050) FbpABC (VF0272) (KEJHMOLK_00054)
46 | 49 51 52 53 | 56 | 59

IMGPR_plasmid_2778261565_000003: 35,932-54,448 (+)
[ 7000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




