2-phosphosulfolactate phosphatase (KMEGMKEK_00088) DNA-binding protein H-NS (KMEGMKEK_00097)

91 Aldehyde reductase Ahr (KMEGMKEK_00095)
85 Protein YdeP (KMEGMKEK_00086) 87 89 90[92 93 94 96 98
IMGPR_plasmid_2924504186_000001: 96,455-110,428 (+)
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IMGPR _plasmid_2905952654 _000001:81,829-95,653 (-)
2 7
IMGPR _plasmid_2519899784_000001: 689-8,721 (+)
97 98 102 2-phosphosulfolactate phosphatase (CCHNPJJB_00103)

a

IMGPR _plasmid_2636415703_000001: 110,665-124,004 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (HMJFOCGO_00083)
HTH-type transcriptional regulator PgrR (HMJFOCGO_00084)
putative protein (HMJFOCGO_OOOSZ]
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IMGPR _plasmid_3300031112_000034: 95,797-111,619 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (KKGFPKKH_00017)
HTH-type transcriptional regulator PgrR (KKGFPKKH_00016)
putative protein (KKGFPKKH,OOO‘Z[S)
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IMGPR_plasmid_3300013000_000012: 9,428-25,253 (-)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (KPCHPOKK_00074)
HTH-type transcriptional regulator PgrR (KPCHPOKK_00073)
putative protein (KPCHPOKK_00075) 72

¢ H - @EEHTTOR-D— H g

I
IMGPR_plasmid_2881609920_000001: 70,392-86,168 (-)

Nodulation protein D 2 (EJDGFINK_00115)
Nitrilase (EJDGFINK 00116) 114

IMGPR _plasmid_3300031415_000013: 132,621-148,986 (-)
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