Trans-aconitate 2-methyltransferase (CDEKIABJ_00305)

COG0640 Csa3_1_CAS-I-II-IlI-IV-V-VI (CDEKIABJ_00297) S-formylglutathione hydrolase YeiG (CDEKIABJ_00307)
Proline synthesis (VF0812) (CDEKIABJ_00296) Heme chaperone HemW (CDEKIABJ_00303)| S-(hydroxymethyl)glutathione dehydrogenase (CDEKIABJ_00308)
| 298 299 300 301 302 304 306 | 309

o o T O N N K

IMGPR_plasmid_2841905807_000005: 361,996-374,732 (+)
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IMGPR_plasmid_2606217185_000001: 334,209-343,711 (+)
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IMGPR_plasmid_647533200_000002: 399,716-411,618 (+)
Acetolactate synthase large subunit (FKKGJHJI_00135)
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IMGPR_plasmid_2744054491 000002: 151,727-164,481 (-)
Methyl-accepting chemotaxis protein (GKKECIFI_00112)
HTH-type transcriptional repressor GlaR (GKKECIFI_00105)
108 110 113 114 115 116 121 122
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IMGPR_plasmid_268181298% 000003: 99,200-114,567 (+)
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