
IMGPR_plasmid_2744054495_000003: 57,651-72,032 (+)

47

penta_rpt_QnrA-NCBIFAM QnrA family quinolone resistance pentapeptide repeat protein (NF000071.4) (PMPCIJGC_00048)

Solute-binding protein (PMPCIJGC_00049)
FAD-dependent catabolic D-arginine dehydrogenase DauA (PMPCIJGC_00050)

2-iminobutanoate/2-iminopropanoate deaminase (PMPCIJGC_00051)

52 53 54
NAD(P) transhydrogenase subunit alpha (PMPCIJGC_00055)

NAD(P) transhydrogenase subunit beta (PMPCIJGC_00056)

57 58 59

IMGPR_plasmid_2744054496_000004: 177,460-191,841 (-)

167168169

IMGPR_plasmid_2615840717_000002: 230,073-244,464 (-)

205
206

207208

IMGPR_plasmid_2744054491_000002: 253,896-268,197 (-)

227228

putative HTH-type transcriptional regulator YahB (FKKGJHJI_00230)
FMN-dependent NADH-azoreductase (FKKGJHJI_00231)

IMGPR_plasmid_2744054493_000004: 153,495-167,819 (+)

FMN-dependent NADH-azoreductase (MIGEMIBF_00132)
putative HTH-type transcriptional regulator YahB (MIGEMIBF_00133)

134
135

136

IMGPR_plasmid_2841905807_000005: 262,160-274,818 (+)

208 209

5000 nt

AMR (AMRFinderPlus)


