
IMGPR_plasmid_647533200_000002: 63,953-83,650 (+)

Melibiose/raffinose/stachyose import permease protein MelD (KKMBKMCM_00053)

54

L-alanine/L-glutamate racemase (KKMBKMCM_00055)
HTH-type transcriptional regulator LutR (KKMBKMCM_00056)

57

BopD (VF0362) (KKMBKMCM_00058)
SP41 (VF0694) (KKMBKMCM_00059)

60

Diacetylchitobiose uptake system permease protein DasC (KKMBKMCM_00061)

Maltose/maltodextrin import ATP-binding protein MalK (KKMBKMCM_00062)

63 64
3-hydroxy-D-aspartate aldolase (KKMBKMCM_00065)

66 67 68

IMGPR_plasmid_2615840717_000002: 43,768-63,543 (-)

35

Maltose/maltodextrin import ATP-binding protein MalK (PCBCOIFC_00036)
Diacetylchitobiose uptake system permease protein NgcG (PCBCOIFC_00037)

Trehalose-recycling ABC transporter (VF0842) (PCBCOIFC_00038)

SP41 (VF0694) (PCBCOIFC_00039)
BopD (VF0362) (PCBCOIFC_00040)

41

IMGPR_plasmid_2841887973_000001: 168,789-180,999 (+)

161

IMGPR_plasmid_2744054498_000004: 163,346-174,912 (+)

156 160 161

IMGPR_plasmid_2681812989_000003: 179,514-198,724 (+)

Trehalose transport system permease protein SugA

L-alanine/L-glutamate racemase (GKKECIFI_00186)
L-alanine/L-glutamate racemase (GKKECIFI_00187)

188
BopD (VF0362) (GKKECIFI_00191)

SP41 (VF0694) (GKKECIFI_00192)

Trehalose-recycling ABC transporter (VF0842) (GKKECIFI_00193)
Diacetylchitobiose uptake system permease protein NgcG (GKKECIFI_00194)

Maltose/maltodextrin import ATP-binding protein MalK (GKKECIFI_00195)

196 197 200
Pyruvate dehydrogenase E1 component (GKKECIFI_00201)

202

7000 nt

virulence (VFDB)


