Glutathione import ATP-binding protein GsiA (PCBCOIFC_00267)

Phosphoglycolate phosphatase (PCBCOIFC_00269) Epi-isozizaene 5-monooxygenase/(E)-beta-farnesene synthase (PCBCOIFC_00275)
L-a‘mino acid dehydrogenase (PCBCOIFC_00270) Methionyl-tRNA formyltransferase (PCBCOIFC_00278)
BopD (VF0362) (PCBCOIFC_00268) 271 272 273 274 276 277
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Dipeptide transport system permease protein DppB
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