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39 4041 42 43 44

IMGPR _plasmid_2630968808_000001: 24,982-37,743 (+)

;

IMGPR _plasmid_2663763054_000001: 37,804-50,639 (-)

N
o
N
w

IMGPR_plasmid_3300028952_000003: 22,656-36,173 (-)

g
w

IMGPR_plasmid_2582580933_000001:4,827-18,335 (+)

Modulating protein YmoA (JEPJLENA_00077)
78

~N
N

\
g —

IMGPR_plasmid_2576861249_000001: 55,442-69,387 (+)

g
N

IMGPR_plasmid_2565956624_000002: 5,660-20,286 (+)

!
o

IMGPR_plasmid_2660238127_000001: 13,430-23,859 (+)

g
o

IMGPR _plasmid_2636415610_000003: 22,663-33,092 (-)
92 91153 family transposase 1S2 (GPKBAFKA_00090)
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IMGPR_plasmid_2565956729_000001: 69,238-84,310 (-)
42 41 39 38

i
b

IMGPR_plasmid_2600255011_000001: 22,646-37,650 (-)
39 36 35

w
N

IMGPR_plasmid_2740892440_000001: 22,657-36,665 (-)

(&)
b
w
@

IMGPR_plasmid_2740892450_000003: 22,635-38,186 (-)

~
o

IMGPR_plasmid_2802429232_000001: 66,542-80,586 (-)
26

IMGPR_plasmid_2671180622_000001: 15,206-29,250 (+)
13 19

IMGPR_plasmid_2690316104_000001: 4,839-20,114 (+)
28

IMGPR_plasmid_2737471857_000002: 21,431-36,706 (-)
49 50

IMGPR _plasmid_2909182174_000001: 35,654-49,694 (+)
Mok_Hok_Sok_Hok (FOKLGJAE_00071)
72 T70 63

IMGPR_plasmid_2579778916_000002: 56,666-73,114 (-)

Mok_Hok_Sok_Hok (LBJCINKC_00007)
6 Ts

IMGPR_plasmid_2706794692_000002: 301-17,102 (+)
Mok_Hok_Sok__Hok (FMFLPMOC_00014)15 16

IMGPR_plasmid_2541047714_000002: 5,735-20,989 (+)
46 45

IMGPR_plasmid_2734482569_000003: 38,087-53,416 (-)

%
o

IMGPR_plasmid_3300014737_000001:21,429-36,118 (-)

97 Mok_Hok_Sok_Hok (ALFONCNC_00096)
-
IMGPR_plasmid_2826849342_ 000001: 84,934-96,894 (-)
48
IMGPR_plasmid_2859777919_000001: 31,112-43,094 (+) i
15
IMGPR_plasmid_2531839134_000002: 6,459-20,718 (+) -
13 14
IMGPR_plasmid_3300029480_000003:4,937-19,187 (+)
63 62
IMGPR_plasmid_3300029417.000005: 53,378-67,637 (-)
9 13
-
IMGPR plasmid 2537561575 000004:4,167-19,363 (+)
25
IMGPR_plasmid_2529293062_000002: 17,448-32,644 (-) =
14 19 20
IMGPR_plasmid_2693429637_000001: 10,720-29,342 (+)
29
IMGPR_plasmid_2571042321_000001: 23,338-37,516 (-)
20 21
IMGPR_plasmid_2778261390.000005: 11,225-25 482 (+)
74
IMGPR_plasmid_3300053491_004544: 62,616-74,634 (-) 1
14
IMGPR_plasmid_2667527968_000001: 4,928-16,945 (+) i
13
-
IMGPR_plasmid_2636415798_000001: 4,483-18 438 (+)
30
IMGPR_plasmid_3300028985_000004: 23,413-37,721 (-) 7
33
IMGPR_plasmid_2671180940_000001: 24,680-39,971 (-) A
15
-
IMGPR_plasmid_2711768068.000002: 5,418-18 416 (+)
51 50
IMGPR_plasmid_2871664767_000002: 43,442-58,995 (-)
23 28
-
IMGPR_plasmid_2529292996_000003: 14,216-28,740 (+)
30
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cas12f2_V-F_3 (PHLEFAAK_00030)

31

N
o

—
IMGPR_plasmid_2541047928_000001: 23, 340-36,942 (-)

2-iminobutanoate/2-iminopropanoate deaminase (LBEKBKBD_00012)
Inner membrane protein YihN (LBEKBKBD_00011) 13 14

-
©
-
o

IMGPR_plasmid_2541047958_000001: 6,158-23,768 (+)

N
o
N
-

IMGPR_plasmid_2778261689_000003: 8,007-26,298 (+)
10 1112

IMGPR_plasmid_3300029875_000003: 494-20,597 (+)
49 4847

IMGPR_plasmid_2700989238_000003: 39,216-59,319 (-)

N
i

IMGPR_plasmid_2657245664_000001: 13,038-28,041 (+)

N
o

IMGPR_plasmid_2630968705_000002: 22,716-37,719 (-)

[y
w

IMGPR_plasmid_2600255216_000001: 8,124-23,127 (+)

w
o

IMGPR_plasmid_2734482770_000002: 23,195-38,198 (-)

1S3 family transposase ISEc52 (MCHPPLOP_00061)
64 1S3 family transposase ISEc52 (MCHPPLOP_00060)

(]
%%

IMGPR _plasmid_2718218308_000001: 52,945-68,520 (-)

Mok_Hok_Sok_Hok (NEIKBLMO_00014)
13 115

IMGPR _plasmid_2541047899_000001: 4,850-21,459 (+)

w
o

IMGPR _plasmid_2541047891_000001: 22,662-37,459 (-)

w
e
N
~N

IMGPR_plasmid_2728369103_000002: 22,655-37,368 (-)

o
|

IMGPR _plasmid_2724679074_000003: 272-14,985 (+)

12 11 10 1S66 family transposase ISCro1 (EFLJJKMH_00009)

IMGPR _plasmid_648934906_000001: 1-17,421 (-)
Modulating protein YmgA (HHLADOJE_00046)
Mok_Hok_Sok__Hok (HHLADOJE_00050)

51 T49 4847 | 45
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o

IMGPR_plasmid_2609459960_000001: 38,936-58,506 (-)
mRNA interferase toxin RelE (GEGNLLLN_00031)
ISNCY family transposase ISEsal (G EGNLLLN_OOOEZ)
Antitoxin RelB (GEGNLLLN_00032)

Protein FIxA (GEGNLLLN 00033)

IMGPR _plasmid_2671180759_000001: 22,656-40,196 (-)

mRNA interferase toxin RelE (ADDMAMJK_00010)
ISNCY family transposase ISEsa1 (ADDMAMJK_00007)

Antitoxin RelB (A@MAMJ K_00009)
Protein FIxA (ADDMAMJK_00008)

IMGPR_plasmid_2713896768_000002: 204-17,744 (+)

w
-
w
o
N
o

IMGPR_plasmid_2609459864_000002: 21,753-37,699 (-)

N
[N}
N
i
N
a

IMGPR_plasmid_2617270979_000002: 12,475-28,421 (+)

o
15

IMGPR_plasmid_3300015186_000004: 2,557-18,445 (+)

N
N
N
w
N
o

IMGPR_plasmid_2576861192_000002: 12,279-28,408 (+)

N
N
N
w

IMGPR_plasmid_2574180220_000004: 12,236-27,134 (+)

w
o
N
o

IMGPR_plasmid_2617270984_000002: 21,622-36,520 (-)

Mok_Hok_Sok__Hok (CJEHIIFL_00007)
6 8 9

i

IMGPR_plasmid_2529293064_000002: 1,783-15,413 (+)

©
| |

IMGPR_plasmid_2671180298_000001: 1,438-16,118 (+)
68 67

IMGPR_plasmid_2728369554_000004: 55,040-70,794 (-)

E

IMGPR_plasmid_2529293015_000001: 19,147-34,559 (-)
Modulating protein YmoA (JEAAECNP_00021)
Mok_Hok_Sok__Hok (JEAAECNP_00018)
19 2 | 22

i

IMGPR_plasmid_2778261067_000003: 8,406-26,860 (+)
DrmD_00013 DrmD (IAGLCMFO_00015) 16

-
IMGPR _plasmid_2693429572_000001:7,871-21,764 (+)
DrmD_00013 DrmD (NKAPAPPN_00029) 28

IMGPR_plasmid_2690315702_000002: 21,428-35,351 )
DrmD_00013 DrmD (GMPEHELI_00070) 71

-
IMGPR_plasmid_2875638485_000001:50,117-62,779 (+)
DrmD_00013 DrmD (EECPKDDL_00029) 28

-
IMGPR _plasmid_2667527807_000001: 22,644-35,306 (-)
DrmD_00013 DrmD (IAGCEOMH_00067) 68

IMGPR_plasmid_642914202_000001:44,168-59,566 (+)
DrmD_00013 DrmD (JEDIKJKC_00030)

%ﬁ

IMGPR_plasmid_3300029086_000004: 23,548-36,371 (-)
1S66 family transposase ISCro1 (FIPFOOPM_00073) 74 75

-
IMGPR _plasmid_2737471836_000003: 55,957-70,324 (+)
1S66 family transposase 1ISCro1 (GOLBKNKI_00034) 33 32

-
IMGPR _plasmid_2737471835_000003: 26,080-40,447 (-)
51 52 1S66 family transposase 1S679 (NLJGLOBG_00053)

IMGPR _plasmid_2561511241 000001: 37,341-50,757 (+)
1S66 family transposase 1SCro1 (IFHPPFEO_00028)
30 29 27

%#

IMGPR_plasmid_2648501338_000002: 20,843-38,532 (-)
48

w
-

IMGPR _plasmid_2563366899_000003: 34,130-46,719 (+)

©
&
L}

IMGPR _plasmid_2645727561_000001: 27,387-36,912 (-)
SMR_qgac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (BNKFLGLJ_00037)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (BNKFLGLJ_00039)
Outer membrane lipoprotein Blc (BﬁKFLGLJ_OOOZBB)
35 36 \ | 40

- —
IMGPR_plasmid_2909267149_000002: 19,680-36,627 (+)

8000 nt i
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




