chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (MMNJMNDA_00008)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (MMNJMNDA_00009)
Putative transposon Tn552 DNA-invertase bin3 (MMNJMNDA_00014)
DNA protection during starvation protein (MMNJMNDA_OOOH) Histidine biosynthesis bifunctional protein HisB (MMNJMNDA_00021)

P(1)-type Mn2+ transporting ATPase (VF0848) (M NJMNDA_OOOO7) 1S6 family transposase 1S1216E (MMNJMNDA_00016)
1S3 family transposase 1S1485 (MMNJMNDA_00005) ‘ 1S21 family transposase ISPpu7 (MMNJMNDA_00017)
Sortase A (VF1048) (MMNJMNDA_00002) Nitrogen fixation regulation protein FixK (MMNJMNDA_00011) DrmD_00013 DrmD (MMNJMNDA_00018)
1 3 4 | 6 | | 10 | 13 AbiD (MMNJMNDA 00015) | | 19 20
N I I

IMGPR _plasmid_2558860832_000002: 388-16,952 (+)
chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO33781.1) (KCCJJAIM_00081)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (KCCJJAIM_00080)
‘ Putative transposon Tn552 DNA-invertase bin3 (KCCJJAIM_00075)
P(1)-type Mn2+ transporting ATPase (VF0848) (KCCJJAIM_00082)

1S3 family transposase 151485 (KCCJJAIM_00084) ‘ DNA brotection during starvation protein (KCCJJAIM_00077)
Sortase A (VF1048) (KCCJJAIM,60087) Nitrogen fixation regulation protein FixK (KCCJJAIM,00078)
88 86 85 \ 83 \ | 79 | 76 | AbiD (KCCJJAIM_00074)

— - —— — —
IMGPR _plasmid_2558860761_000004: 65,501-82,065 (-)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (MANCFGLG_00091)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (MANCFGLG_00090)
Putative transposon Tn552 DNA-invertase bin3 (MANCFGLG_00085)
P(1)-type Mn2+ transporting ATPase (VF0848) (MANCFGLG_00092)

1S3 family transposase 1S1485 (MANCFGLG_00094) ‘ DNA drotection during starvation protein (MANCFGLG_00087)
Sortase A (VF1048) (MANCFGLG_00097) Nitrogen fixation regulation protein FixK (MANCFGLG_OOOSS)
98 96 95 | 93 | | 89 | 86 | AbiD (MANCFGLG_00084) 15256 family transposase ISEfm2 (MANCFGLG_00079)

— - —— — —
IMGPR _plasmid_2558860834_000001:73,299-91,185 (-)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (MDGHLKCI_00137)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (MDGHLKCI_00136)
1S3 family transposase 151485 (MDGHLKCI_00139) ‘ Putative transposon Tn552 DNA-invertase bin3 (MDGHLKCI_00132)
P(1)-type Mn2+ transporting ATPase (VF0848) (MDGHLKCI_00138)
1S3 family transposase 1S1485 (MDGHLKCI_00140) ‘ DNA ﬁrotection during starvation protein (MDGHLKCI_00133)
Sortase A (VF1048) (MDGHLKCI_00143‘) Nitrogen fixation regulation protein FixR‘ (MDGHLKCI_00134)

144 142141 [ | | | 135 | AbiD (MDGHLKCI 00131)

IMGPR_plasmid_2558860829_000001: 120,607-137,171 (-)
chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO33781.1) (DDKFLJBB_00008)
Lipoprotein diacylglyceryl?ansferase Igt (VFO790) (DDKFLJBB_00009)
1S3 family transposase 151485 (DDKFLJBB_00006) Putative transposon Tn552 DNA-invertase bin3 (DDKFLJBB_00013)
P(1)-type Mn2+ transporting ATPase (VF0848) (DDKFLJBB_00007)
1S3 family transposase 1S1485 (DDKFLJBB_00005) ‘ DNA protection during starvation protein (DDKFLJBB_00012)
Sortase A (VF1048) (DDKFLJBB_60002)‘ Nitrogen fixation regulation protein FixK (DDKFLJBB_OOOll)

1 3 4 \ \ | 10 | | AbiD (DDKFLJBB_00014)

— - Ea— — ——
IMGPR_plasmid_2558860887_000004: 388-16,952 (+)

k 7000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




