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IMGPR_plasmid_2898047279_000002: 19,894-24,374 (+)
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IMGPR_plasmid_2623620522_000004: 16,866-20,914 (+)
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IMGPR_plasmid_3300029253 000082:9,108-11,533 (-)
1 2 RecBCD enzyme subunit RecD (KLMLAMPF_00003) 4 5

IMGPR_plasmid_3300029332_000072:242-11,017 (+)
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IMGPR_plasmid_3300014798_000027: 10,020-13,736 (-)
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IMGPR_plasmid_3300030320_000035:26-8,386 (+)
1 GajB_00025 UrvD (LKHNLECN_00002) GajA_00012 AAA (LKHNLECN_00003) 4

IMGPR_plasmid_3300029531_000025: 102-8,407 (+)

IMGPR_plasmid_3300008096_000098: 16,267-23,409 (+)
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IMGPR _plasmid_3300029815_000075: 653-6,398 (-)
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IMGPR _plasmid_3300029482_000069: 530-9,395 (-)
PDC-546_WP_094381220.1 (OJKDELNK_00005)
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IMGPR_plasmid_3300029257_000053: 295-10,756 (+)
bla_CfxA-NCBIFAM CfxA family broad-spectrum class A beta-lactamase (NFO33100.1) (HMFDLOEJ_00004)
Transcriptional regulatory protein YpdB (HMFDLOEJ_00002)
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IMGPR_plasmid_3300029041_000022: 527-8,821 (+)
HEase_00017 homing (MAAOFKED_00004)
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IMGPR_plasmid_3300008620_000075: 2,390-8,002 (-)
Tyrosine recombinase XerC (KADCKHBJ_00008)
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IMGPR_plasmid_3300029132_000047:2,640-10,642 (-)
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defence (PADLOC) AMR (AMRFinderPlus)




