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IMGPR_plasmid_3300029873_000101: 123-5,116 (+)

1 2 3

IMGPR_plasmid_3300029423_000119: 164-7,772 (+)
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IMGPR_plasmid_3300029877_000081: 39,274-60,301 (-)
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2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JCOEICIO_00004)
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IMGPR_plasmid_3300029696_000127: 23-34,364 (+)
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IMGPR_plasmid_3300053491_067506: 14,350-20,663 (+)
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IMGPR_plasmid_3300007210_000092: 98-8,260 (+)
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IMGPR_plasmid_3300029684_000131: 103-4,129 (+)
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IMGPR_plasmid_3300029562_000105: 468-5,654 (+)
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