RM _Type_ll_Type_ll_MTases_FAM_2 (FDIGHHOL_00001)
S-adenosylmethionine synthase (FDIGHHOL_00009)
Tyrosine recombinase XerD (FDIGHHOL_00004)
TyFosine recombinase XerC (FDIGHHOL_OOOOS)
Tyrosine recombinase XerC (FDIGHHOL 00005)
MTase_‘II_00107 Type (FDIGHHOL_00012)
678 | 101171 13

o

I —
IMGPR_plasmid_3300006476_000070: 1,083-11,157 (+)
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IMGPR_plasmid_3300029873_000101: 123-5,116 (+)
Tyrosine recombinase XerD (FLHPLFKI_00001)
MTase_|I_00058 Type (FLHPLFKI_00002)
3 45

I —
IMGPR_plasmid_3300029423 000119: 164-7,772 (+)
Tyrosine recombinase XerD (NEIDINBP_00052)
Tyrosine recombinase XerC (NEIDINBP_OOOS3)
Tyrosine recombinase XerC (NEIDINBP_00051)
MTase_II_00058 Type (NEIDINBP_00055)
AbiD (NEIDINBP_00065) Sortase B (VF0789) (NEIDINBP_00059)
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— — — —
IMGPR_plasmid_3300029877_000081: 39,274-60,301 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JCOEICIO_00004)

AbiEi_WP_022933255.1 AbiEi (JCOEICIO_00010) MTase_lI_00058 Type (JCOEICIO_00021)
Adenosine deaminase (JCOEICIO_00007) AbiEii_WP_045959881.1 AbiEii (JCOEICIO_00011) Sortase B (VF0789) (JCOEICIO_00017)
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IMGPR_plasmid_3300029661_000133: 6-33,574 (+)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (OPONNOME_00005)

AbiEii_WP_045959881.1 AbiEii (OPONNOME_00012) MTase_Il_00058 Type (OPONNOME_00022)
Adenosine deaminase (OPONNOME_00008) AbiEi_ WP_022933255.1 AbiEi (OPONNOME 00011)  Sortase B (VF0789) (OPONNOME_00018)
123 4 6 7 9 10 T | 131415 16 17 [ 19 2021 | 23 2425
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IMGPR plasmid_3300029696 000127:23-34,364 (+)
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IMGPR_plasmid_3300053491_067506: 14,350-20,663 (+)
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IMGPR_plasmid_3300007210_000092: 98-8,260 (+)
1

I )

\MGPR_p\asmid_%OZ‘?éS{OOOli%l: 103-4,129 (+)
Tyrosine recombinase XerD (CIHJLOGP_00001)
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IMGPR_plasmid_3300029562_000105:468-5,654 (+)
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




