S-adenosylmethionine synthase (GBDCHEEI_00044)
Tyrosme recombinase XerD (GBDCHEEI 00047)
Tyrosine recombinase XerD (GBDCHEEI 00046)

| Tyrosine recombinase XerC (GBDCHEEI 00048)  Sortase B (VFO789) (GBDCHEEI_00055) DinG CAS-IV-A; (GBDCHEEI_00005)
MTase Il 00107 Type (GBDCHEEI_00041) MTase_I_00058 Type (GBDCHEEI_00051) AbiD (GBDCHEEI_00061)
40 42 43 | 45 | 49 50 52 53 54 56 57 58 59 60 1 23 4

IMGPR_plasmid_3300053491_070824: 36,863-58,288 (+); 1-5,242 (+)
S-adenosylmethionine synthase (EJNDHKDC_00011)

‘Sortase B (VF0789) (EJNDHKDC_00008)
16 | 10 9 7 6 543 2  AbiD(EJNDHKDC_00001)
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IMGPR_plasmid_3300053491_071671:1-14,399 (-); 45,482-50,648 (-)
Nitric oxide reductase (JEOJBFOD_00051)
52 51 49 48 47 46 tRNA-Asn(gtt)
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IMGPR _plasmid_3300029684_000131: 35,750-50,511 (-)
Nitric oxide reductase (CIHJLOGP_00052)
50 49 48 47
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IMGPR_plasmid_3300029562_000105: 37,275-48,963 (-)
Protein YhgF (JCOEICIO_00077) Nitric oxide reductase (JCOEICIO_00074)
78 77 75 74 72 71 70 69
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IMGPR_plasmid_3300029661_000133: 65,195-84,855 (-)
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IMGPR_plasmid_3300029588 000152: 31,940-42,669 (-)
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