Phosphatidylglycerol--prolipoprotein diacylglyceryl transferase (GAGMLJIP_00015) DNA polymerase IV (GAGMLJIP_00022)
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anti-CRISPR-Cas evasion by DNA repair (API1S131) (OBKNJMGL_00004) 63 anti-CRISPR-Cas (AcrllIA21) (OBKNJMGL_00062)
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