D-inositol-3-phosphate glycosyltransferase (EEHJNOIM_00170)
D-inositol-3-phosphate glycosyltransferase (EEHJNOIM_00169)

dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferase (EEHJNOIM_00181)
UDP-N-acetyl-D-mannosaminuronic acid transferase (EEHJNOIM_00175) dTDP-3-amino-3,4,6-trideoxy-alpha-D-glucose transaminase
Transcriptional regulatory protein DegU (EEHJNOIM_00180)
IS5 family transposase ISRtr3 (EEHJNOIM_00174) General stress protein A (EEHJNOIM_00178)
O-antigen (VF0392) (EEHJNOIM_00177)

173 176 \ 179 Myo-inositol 2-dehydrogenase (EEHJNOIM_00182)
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IMGPR_plasmid_2928991799_000024: 189,046-206,492 (+)

N-acetylglucosaminyldiphosphoundecaprenol N-acetyl-beta-D-mannosaminyltransferase (HBKHAMDH_00014)

Transcriptional regulatory protein DegU (HBKHAMDH_00009)
Jallet_2B_hits_grouped (HBKHAMDH_00006)
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IMGPR_plasmid_2791355256_000024: 10,014-27,239 (-)

N-acetylglucosaminyldiphosphoundecaprenol N-acetyl-beta-D-mannosaminyltransferase (JKGCDBFN_00073)
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IMGPR_plasmid_3300025303_000168: 82,487-97,886 (-)
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IMGPR_plasmid_2513237084_000010: 12,933-31,378 (-)

£ K K — )

%\g T\;

-

IMGPR _plasmid_2724679232_000027: 38,841-57,081 (-)
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IMGPR_plasmid_2896569440_000005: 194,630-213,196 (-)
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N-acetylglucosaminyldiphosphoundecaprenol N-acetyl-beta-D-mannosaminyltransferase (AMGPDNCK_00057)
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IMGPR_plasmid_2510065019_000005: 53,780-72,502 (-)
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25 UDP-N-acetyl-D-mannosaminuronic acid transferase (JGODGPFD_00024)
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IMGPR_plasmid_2515075009_000006: 30,331-48,270 (-)

LPS (VF0056) (JBCLDCGH_00076)
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IMGPR _plasmid_2842395702_000017: 73,633-88,440 (+)
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IMGPR_plasmid_2517287029_000005: 177,491-192,332 (-)
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