sn-glycerol-3-phosphate import ATP-binding protein UgpC (EGIKJALF_00055)
Glycerol-3-phosphate regulon repressor (EGIKJALF_00057)

Trehalose import ATP-binding protein SugC (EGIK]‘ALF,OOO54) Glycine cleavage system transcriptional activator (EGIKJALF_00064)
‘ GspA (VF0167) (EGIKJALF_00058) putative cystine transporter YijE (EGIKJALF_00063)
D-erythritol 1-phosphate dehydrogenase (EG'KJALF_OOOSé) 59 60 61 62 65 66 67 68
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IMGPR_plasmid_2791355267_000020: 64,206-79,402 (+)
61 62 63
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—
IMGPR_plasmid_2825118518_000007: 64,243-79,434 (+)

498180014 _fosA-NCBIFAM Fos family putative thiol transferase (NFO00125.1) (JKGCDBFN_00128)
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (JKGCDBFN_00129)
120 121 123 124

¢ K HEE—C —& H X — @@ @@

— I
IMGPR_plasmid_3300025303_000168: 135,840-152,121 (+)
GspA (VF0167) (NLFPGFEC_00105) AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (NLFPGFEC_00098)
106 103 102 101

CoC KL K A O

IMGPR_plasmid_2841864319_000005: 104,814-120,064 (-)

118 AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (CFDEJGJD_00121)

= K —H O e

— -— S EEE—
IMGPR _plasmid_643348569_000004: 137,148-150,724 (+)

Glycine cleavage system transcriptional activator (JBCLDCGH_00020)
Transcriptional regulator AcuR (JBCLDCGH_00019)
Inner membrane protein YbjJ (JBCLDCGH,OOOZZ)
21 | 18 17

¢ HEHK — H — HH —@mEe-@d—EE e

- EEE——
IMGPR_plasmid_2842395702_000017: 10,058-28,180 (-)

84 85 87 88

K K@@

EE—
IMGPR_plasmid_2515075009_000006: 102,925-114,244 (+)

156 157 160

K K- E—eoE e

. —
IMGPR_plasmid_2516653047_000005: 175,044-186,708 (+)

197 191 189
I
IMGPR_plasmid_2517287029_000005: 219,713-231,673 (-)
124 125 131

K R EE-{EE—DODAEK KT

IMGPR_plasmid_2510065019_000005: 130,850-142,435 (+)
AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (EEHJNOIM_00140)

¢ K O H

IMGPR_plasmid_2928991799_000024: 151,629-162,678 (-)

37 38

¢ K KK H DFEA—7ED-EE EE

IMGPR_plasmid_2896557008_000005: 30,969-42,669 (+)
} 7000 nt {
virulence (VFDB) AMR (AMRFinderPlus)




