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anti-S0S response (APIS180) (MOKAOEHB_00039) MTase_|I_00014 Type (MOKAOEHB_00029)
Nucleoid occlusion protein (MOKAOEHB_00038)  anti-RM (AP1S037) (MOKAOEHB_00033)
43 42 41 40 | 37 | 35 34 32 31 30 28 27

a@4—@@ &K
\MGPpr\asmid,25797ﬁ7,®00002: 17,402-34,623 (-)

anti-RM (API1S037) (HLHEFMBI_00034)

37 MTase_|I_00014 Type (HLHEFMBI_00030)
TSé 35 33 32 31 29 28

— I
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