MTase_ll_00107 Type (BDNKDKHJ_00022)
18 19 20 21 2324

IMGPR_plasmid_3300023545_000203: 18,582-22,621 (+)
3 2
I
IMGPR _plasmid_3300006298_000082: 1,365-5,742 (-)
8 4
S (G O S

IMGPR_plasmid_3300029434_000229: 2,651-7,027 (-)

T~
o

——
IMGPR_plasmid_3300014948_000107: 9,648-14,024 (+)

11 £l
I
IMGPR_plasmid_3300030039_000114:3,577-8,745 (-)
9 6
KA

IMGPR_plasmid_3300029706_000158:3,673-8,876 (-)
10 9 5

IMGPR_plasmid_3300029714_000166: 152-6,731 (-)
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IMGPR_plasmid_3300029235_.000122: 12,293-16,176 (+)

1S200/1S605 family transposase ISEnfa200 (JEDNANGO_00018)

IMGPR_plasmid_3300014808_000072:9,787-15,130 (+)
S-adenosylmethionine synthase (KLOIBAGP_00016)
15 Sortase B (KLOIBAGP_00017)

|
#

IMGPR _plasmid_3300014958 _000098: 6,034-13,090 (+)
18 S-adenosylmethionine synthase (FGPOPDHG_00019)

IMGPR_plasmid_3300029220_000121:12,148-17,114 (+)
2 S-adenosylmethionine synthase (CKHBMICI_00001)

IMGPR _plasmid_3300029553_000091: 23-4,821 (-)
2 S-adenosylmethionine synthase (HCLDGOBA_00001)

IMGPR _plasmid_3300029782_000191: 104-5,193 (-)
S-adenosylmethionine synthase (HNHFMNKD_00004)
Sc\wtase B (HNHFMNKD_00003)
5 2 1

|
|

IMGPR _plasmid_3300029765_000224: 90-7,603 (-)
S-adenosylmethionine synthase (ANFIADGN_00002)
Sortase B (ANFIADGN_00001)

|
|

IMGPR_plasmid_3300029758_000095: 102-5,953 (-)

S-adenosylmethionine synthase (GJGENCKH_00002)
3 1
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——
IMGPR_plasmid_3300029014_000047:87-5,937 (-)

23

IMGPR_plasmid_3300029796_000406: 15,964-19,767 (+)

IH

IMGPR_plasmid_3300029083_000039: 199-4,004 (-)

i‘A

I
IMGPR_plasmid_3300023493_000188: 109-3,630 (-)
S-adenosylmethionine synthase (LKLKMAPE_00023)
Sortase B (LKLKMAPE_00024)
22 25 26
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IMGPR_plasmid_3300029379_000309: 15,615-23,677 (+)
S-adenosylmethionine synthase (MDMIFNIE_00018)
Sortase B (MDMIFNIE_00019)

17 | 20 21
N
IMGPR_plasmid_330002348%_000108: 10,373-18,627 (+)
S-adenosylmethionine synthase (FIAJLPGM_00021)
Sortase B (FIAJLPGM_00022)
20 | 23 24

I
IMGPR _plasmid_3300029409 000163: 14,294-23,556 (+)
S-adenosylmethionine synthase (EJJABDIO_00022)
Sortase B (EJJABDIO_00023)
21 24 25
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IMGPR plasmid_3300039361_000129: 13,463-21,418 (+)
S-adenosylmethionine synthase (ENJIJNLF_00004)
Sortase B (ENJIJNLF_00003)
2

5 1
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IMGPR _plasmid_2921184700_000008: 47-7,891 (-)
S-adenosylmethionine synthase (HMFOEGOG_00021)
Sortase B(HMFOEGOG_00022)
20 23 24
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IMGPR _plasmid_3300029447_000219: 13,309-25,850 (+)
S-adenosylmethionine synthase (MJBKAKLM_00021)
Sortase B (MJBKAKLM_00022)
20 |

N
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IMGPR_plasmid_3300029586_000167: 14,293-26,873 (+)

S-adenosylmethionine synthase (NAFIPBNE_00005)
Sortase B (NAFIPBNE_00004)
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IMGPR _plasmid_3300029414_000115:55-13,772 (-)
S-adenosylmethionine synthase (ONEIIFLE_00004)
ortase B (ONEIIFLE_00003)
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|

IMGPR _plasmid_3300029435_000166:215-12,153 (-)
S-adenosylmethionine synthase (HKMEMJFO_00023)
Sortase B (HKMEMJFO_00024)
22 25
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IMGPR _plasmid_3300029365_000263: 14,001-28,308 (+)
S-adenosylmethionine synthase (INNLPPGN_00019)
Sortase B (INNLPPGN_00020)

18 \ 21 22 23 24
N
IMGPR_plasmid_3300006299_000069: 10,402-24,872 (+)
S-adenosylmethionine synthase (HILMJABC_00024)
Sortase B (HILMJABC_00025)
23 26 27
O EETTTT <K
IMGPR_plasmid 3300029382 _000197: 16,571-24,000 (+)
S-adenosylmethionine synthase (PGOFHPNK_00004)
Sortase B (PGOFHPNK_00003)
5 | 2 1
| 0 0 o SO GHN (SO N S
IMGPR_plasmid_3300029605_000168:46-8,492 (-)
S-adenosylmethionine synthase (FJIMBBLM_00021) MTase_lI_00058 Type (FJIMBBLM_00026)
20 22 23 24 25 27 28
N O s | GOy S
IMGPR_plasmid_3300035649_000072: 12,059-29,490 (+)
S-adenosylmethionine synthase (GDAFGPFB_00019)
Sortase B (GDAFGPFB_00020) MTase_|I_00058 Type (GDAFGPFB_00024)
18 | 21 22 23 25 26 27
N O O o s S G o 0 0

IMGPR_plasmid_3300029035.000101:11,156-28,090 (+)
6000 nt 1

defence (PADLOC)
I



