
IMGPR_plasmid_3300029758_000095: 9,756-18,440 (+)

Protein VirD4 (ANFIADGN_00015)
16 17 18 19 20 21 PDC-M69A_WP_216276383.1 (ANFIADGN_00022)

IMGPR_plasmid_3300014808_000072: 420-8,129 (-)

12

IMGPR_plasmid_3300030039_000114: 10,406-15,325 (+)

16 19

IMGPR_plasmid_3300008520_000217: 7,906-12,301 (+)

18

IMGPR_plasmid_3300014778_000124: 535-6,772 (-)

12

IMGPR_plasmid_3300029035_000101: 37-5,614 (-)

1

IMGPR_plasmid_3300029083_000039: 9,546-16,292 (+)

18 19

IMGPR_plasmid_3300029782_000191: 10,722-17,178 (+)

21 22

IMGPR_plasmid_3300008058_000129: 12,079-17,968 (+)

21 Tyrosine recombinase XerD (APCCMDBP_00022)

IMGPR_plasmid_3300029235_000122: 416-8,044 (-)

1234

IMGPR_plasmid_3300029382_000197: 533-11,020 (-)

Putative HMP/thiamine import ATP-binding protein YkoD (HILMJABC_00001)

Energy-coupling factor transporter transmembrane protein EcfT (HILMJABC_00002)

3
HTH-type transcriptional activator RhaR (HILMJABC_00004)

5

IMGPR_plasmid_3300029796_000406: 1,398-10,422 (-)

Energy-coupling factor transporter transmembrane protein EcfT (IABCKNHM_00001)2
HTH-type transcriptional activator RhaR (IABCKNHM_00003)

4

IMGPR_plasmid_3300029365_000263: 187-8,459 (-)

1
HTH-type transcriptional activator RhaR (HKMEMJFO_00002)

3

IMGPR_plasmid_3300039367_000099: 9,889-21,415 (+)

18
HTH-type transcriptional activator RhaR (IBHGEILM_00019)

20

Energy-coupling factor transporter transmembrane protein EcfT (IBHGEILM_00021)
Putative HMP/thiamine import ATP-binding protein YkoD (IBHGEILM_00022)

23 24

IMGPR_plasmid_3300029765_000224: 13,145-22,353 (+)

23
HTH-type transcriptional activator RhaR (HNHFMNKD_00024)

25 26

IMGPR_plasmid_3300029434_000229: 11,281-21,959 (+)

20
HTH-type transcriptional activator RhaR (NCNILFKH_00021)

22 23 Putative HMP/thiamine import ATP-binding protein YkoD (NCNILFKH_00024)

IMGPR_plasmid_3300023545_000203: 108-14,333 (-)

ABC transporter (VF0818) (BDNKDKHJ_00001)
ABC transporter (VF0818) (BDNKDKHJ_00002)

Putative HMP/thiamine import ATP-binding protein YkoD (BDNKDKHJ_00003)

45
HTH-type transcriptional activator RhaR (BDNKDKHJ_00006)

7

IMGPR_plasmid_3300029767_000151: 12,013-22,484 (+)

21
PDC-M69A_WP_216276383.1 (EKCCBCLN_00022)

HTH-type transcriptional activator RhaS (EKCCBCLN_00023)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (EKCCBCLN_00024)

25 26

IMGPR_plasmid_3300029871_000055: 37,790-45,996 (+)

40 41 45 HEase_00017 homing (KFCKKOHD_00046)

IMGPR_plasmid_3300029313_000029: 27,816-37,926 (+)

29 Tyrosine recombinase XerC (LIFJMECJ_00030)

Tyrosine recombinase XerC (LIFJMECJ_00031)
Tyrosine recombinase XerC (LIFJMECJ_00032)

33

IMGPR_plasmid_3300029752_000046: 22,928-30,066 (+)

24 26
Sortase B (VF0789) (KLLCOBLO_00027)

28

IMGPR_plasmid_3300006746_000043: 766-7,902 (-)

1
Sortase B (VF0789) (EJECFBPM_00002)

3

IMGPR_plasmid_3300029764_000067: 150-9,143 (-)

12
Sortase B (VF0789) (CDFJJOPM_00003)

4

IMGPR_plasmid_3300023720_000024: 13,180-22,169 (+)

25 Sortase B (VF0789) (BKIDOKHH_00026) 27

IMGPR_plasmid_3300029850_000036: 17,438-25,604 (+)

22
Sortase B (VF0789) (BMLDBGBH_00023)

24 25

IMGPR_plasmid_3300000290_000049: 26,045-38,450 (+)

MTase_II_00048 Type (KGIAMOFF_00025) 29
Sortase B (VF0789) (KGIAMOFF_00030)

31 32 33 34 35

IMGPR_plasmid_3300030309_000007: 8,109-19,365 (+)

18 Sortase B (VF0789) (OJPPGNKO_00019) 20 21
O-antigen (VF0392) (OJPPGNKO_00022)

HitABC (VF0268) (OJPPGNKO_00023)

IMGPR_plasmid_3300000356_000028: 464-11,189 (-)

Vitamin B12 import ATP-binding protein BtuD (NPELDALJ_00001)23Sortase B (VF0789) (NPELDALJ_00004)5

IMGPR_plasmid_3300029613_000076: 10,266-21,366 (+)

19 Sortase B (VF0789) (EBCIKFGP_00020) 21 22
Vitamin B12 import ATP-binding protein BtuD (EBCIKFGP_00023)

24

IMGPR_plasmid_3300008496_000046: 395-5,826 (-)

12

5000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


