
IMGPR_plasmid_2558860850_000002: 248-4,668 (+)

1 2 3 4
anti-CRISPR-Cas evasion by DNA repair (APIS131) (LFOEEANN_00005)

AbiEii_WP_110023304.1 AbiEii (LFOEEANN_00006)

IMGPR_plasmid_2558860779_000001: 298-4,782 (+)

IS3 family transposase ISBce13 (GKNGOKNF_00001)
5

IMGPR_plasmid_638341080_000001: 177-5,120 (+)

MazEF__MazE (MHIEOIJH_00001)
2

IMGPR_plasmid_2558860794_000001: 238-4,555 (+)

1 2

IMGPR_plasmid_2541047446_000002: 174-5,233 (+)

DrmC_00006 DrmC (PHMNKLEE_00001)
IS3 family transposase ISBce13 (PHMNKLEE_00002)

3

IMGPR_plasmid_2660238649_000001: 46,384-53,431 (-)

545556575859

IMGPR_plasmid_647000243_000002: 643-11,659 (+)

1
DNA topoisomerase 3 (LGDHNPAP_00002)

Putative transposon Tn552 DNA-invertase bin3 (LGDHNPAP_00003)

4 5 6 7 8 9 10

IMGPR_plasmid_2663763126_000002: 41,568-51,471 (-)

4950515253
macrolide_MefC-NCBIFAM macrolide efflux MFS transporter Mef(C) (NF000246.1) (LELMHPKI_00054)

555657

IMGPR_plasmid_647000242_000001: 39,981-46,079 (-)

4849505152

IMGPR_plasmid_2698536579_000002: 131-6,870 (+)

1
S-formylglutathione hydrolase (MMCKPJFO_00002)
S-(hydroxymethyl)glutathione dehydrogenase (MMCKPJFO_00003)

HTH-type transcriptional activator HxlR (MMCKPJFO_00004)

5

IMGPR_plasmid_2541047550_000001: 38,958-45,697 (-)

45

HTH-type transcriptional activator HxlR (IFKBOLAK_00046)
S-(hydroxymethyl)glutathione dehydrogenase (IFKBOLAK_00047)
S-formylglutathione hydrolase (IFKBOLAK_00048)
49

IMGPR_plasmid_2744054858_000002: 46,791-55,299 (-)

HTH-type transcriptional activator HxlR (CIPOEOMH_00054)

S-(hydroxymethyl)glutathione dehydrogenase (CIPOEOMH_00055)
S-formylglutathione hydrolase (CIPOEOMH_00056)

5758

Glutathione-independent formaldehyde dehydrogenase (CIPOEOMH_00059)

IMGPR_plasmid_2558860790_000001: 41,612-55,989 (-)

484950

HTH-type transcriptional activator HxlR (GKPLCAJF_00051)
S-(hydroxymethyl)glutathione dehydrogenase (GKPLCAJF_00052)

S-formylglutathione hydrolase (GKPLCAJF_00053)
545556

putative zinc-binding alcohol dehydrogenase (GKPLCAJF_00057)
IS6 family transposase IS1216E (GKPLCAJF_00058)

Toxin Doc (GKPLCAJF_00059)
60

Tyrosine recombinase XerS (GKPLCAJF_00061)
Tyrosine recombinase XerC (GKPLCAJF_00062)
IS256 family transposase ISLgar5 (GKPLCAJF_00063)

IMGPR_plasmid_2565956807_000002: 39,475-43,729 (-)

39
AbiEi_WP_047105540.1 AbiEi (EGMDKHCA_00040)
4346

IMGPR_plasmid_2537561747_000002: 2,141-6,396 (+)

5

IMGPR_plasmid_2660238012_000001: 2,495-6,750 (+)

6
AbiEii_WP_051188422.1 AbiEii (JPNEABII_00011)

AbiEii_WP_110023304.1 AbiEii (JPNEABII_00012)

IMGPR_plasmid_3300011488_000003: 2,011-9,588 (+)

Putative transposon Tn552 DNA-invertase bin3 (FIMGHGPL_00001)

2
Toxin YoeB (FIMGHGPL_00003)

4 5 6

IMGPR_plasmid_2558860769_000002: 100-6,812 (+)

IS3 family transposase IS1485 (DNCEKFHI_00001)
2 3 4 5 7

IMGPR_plasmid_2558860792_000002: 249-6,603 (+)

1 2 3 4 5

IMGPR_plasmid_2660238552_000001: 37,775-44,063 (-)

46474849
IS256 family transposase ISEfa13 (IBOKHBAN_00050)

IMGPR_plasmid_647000247_000003: 37,477-43,241 (-)

44454647

IMGPR_plasmid_3300028493_000002: 39,066-45,948 (-)

44454647
Bacteriocin hiracin-JM79 (IFGJILDE_00048)

49

IS30 family transposase IS1252 (IFGJILDE_00050)

IMGPR_plasmid_2558860880_000001: 97-7,109 (+)

1
IS30 family transposase IS6770 (EPOBOHJK_00002)

3 4 5 6

IMGPR_plasmid_2558860803_000002: 44,803-54,261 (-)

49505152

IS256 family transposase ISEfm2 (LGHDJEHD_00053)
IS256 family transposase ISEfm2 (LGHDJEHD_00054)

55
2-dehydropantoate 2-reductase (LGHDJEHD_00056)

IMGPR_plasmid_2558860881_000002: 39,727-54,314 (-)

45464748
IS30 family transposase IS6770 (KKFLKPBK_00049)

50

IS256 family transposase ISEf1 (KKFLKPBK_00051)
Tyrosine recombinase XerS (KKFLKPBK_00052)

53
Toxin Doc (KKFLKPBK_00054)

IS256 family transposase ISEf1 (KKFLKPBK_00055)

56

Tyrosine recombinase XerC (KKFLKPBK_00057)

IMGPR_plasmid_3300028492_000003: 265-15,949 (+)

1

IS630 family transposase ISBs2 (LMMHLEEC_00002)

3

Putative transposase InsK for insertion sequence element IS150 (LMMHLEEC_00004)

Putative fructokinase (LMMHLEEC_00005)
6

Sucrose-6-phosphate hydrolase (LMMHLEEC_00007)

BopD (VF0362) (LMMHLEEC_00008)
IS30 family transposase IS1252 (LMMHLEEC_00009)

10

Bacteriocin hiracin-JM79 (LMMHLEEC_00011)

12 13 14 15

IMGPR_plasmid_2740892438_000001: 1,439-11,670 (+)

IS6 family transposase ISEnfa1 (FDOIEBJA_00005)

6 7 8 9
IS256 family transposase ISLgar5 (FDOIEBJA_00010)

11 12 13

IMGPR_plasmid_2558860797_000002: 41,299-52,824 (-)

IS6 family transposase IS1216E (CDKAPACP_00049)
Cyclic AMP receptor protein (CDKAPACP_00050)

Protein NrdI (CDKAPACP_00051)

putative S-adenosyl-L-methionine-dependent methyltransferase TehB (CDKAPACP_00052)

Ribonucleoside-diphosphate reductase subunit alpha 2 (CDKAPACP_00053)

Ribonucleoside-diphosphate reductase subunit beta nrdF2 (CDKAPACP_00054)

AhpC (VF0306) (CDKAPACP_00055)

Ribonucleoside-diphosphate reductase 2 subunit beta (CDKAPACP_00056)

IMGPR_plasmid_2558860772_000001: 44,961-55,848 (-)

484950
DNA topoisomerase 3 (DEEGEBNA_00051)

DNA topoisomerase 3 (DEEGEBNA_00052)

AbiEi_WP_047105540.1 AbiEi (DEEGEBNA_00054)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (DEEGEBNA_00056)

57

IMGPR_plasmid_2558860843_000005: 3,304-14,178 (+)

8 anti-CRISPR-Cas evasion by DNA repair (APIS131) (JMDCIMFH_00009)

IMGPR_plasmid_643886120_000001: 33,175-43,841 (-)

DNA topoisomerase 3 (CENKEHAG_00038)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CENKEHAG_00042)

43

IMGPR_plasmid_2558860893_000003: 42,813-52,102 (-)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (MNPPHEIP_00049)54555657
IS982 family transposase ISEfm1 (MNPPHEIP_00058)
Spermidine/spermine N(1)-acetyltransferase (MNPPHEIP_00059)

60

IMGPR_plasmid_2558860836_000001: 39,042-48,929 (-)

50515253
IS982 family transposase ISEfm1 (GBPBAICH_00054)

Spermidine/spermine N(1)-acetyltransferase (GBPBAICH_00055)

5657

IMGPR_plasmid_2558860767_000003: 47,144-52,387 (-)

59
IS3 family transposase ISBce13 (LMECHHOO_00061)

6000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


