
IMGPR_plasmid_2574180295_000001: 3,357-12,821 (+)

4 5 6 7 89 10 11

PilA-type pili (PGS1, pilin gene clusters 1) (VF0744) (JKOFHIGG_00012)

PilA-type pili (PGS1, pilin gene clusters 1) (VF0744) (JKOFHIGG_00013)
SpaH-type pili (VF0727) (JKOFHIGG_00014)

PilA-type pili (PGS1, pilin gene clusters 1) (VF0744) (JKOFHIGG_00015)

16

IMGPR_plasmid_2558860769_000002: 34,840-44,304 (-)

4344

IMGPR_plasmid_2698536579_000002: 33,702-43,166 (-)

424349

IMGPR_plasmid_2558860893_000003: 5,278-16,788 (+)

12

IS30 family transposase IS1062 (MNPPHEIP_00013)
Sortase A (VF0788) (MNPPHEIP_00014)

15

IMGPR_plasmid_2558860843_000005: 33,873-45,383 (-)

42
Sortase A (VF0788) (JMDCIMFH_00043)

IS30 family transposase IS1062 (JMDCIMFH_00044)

45

IMGPR_plasmid_2660238552_000001: 1,427-10,895 (+)

5
6

7 8 9

IMGPR_plasmid_647000247_000003: 1,127-10,597 (+)

3 6 7

IMGPR_plasmid_2558860767_000003: 8,616-19,995 (+)

18
IS6 family transposase IS1216E (LMECHHOO_00019)

20 cas12f2_V-F_3 (LMECHHOO_00021)

IMGPR_plasmid_2660238012_000001: 36,481-47,035 (-)

cas12f2_V-F_3 (JPNEABII_00047)4849

IMGPR_plasmid_3300011488_000003: 36,664-45,346 (-)

cas12f2_V-F_3 (FIMGHGPL_00043)4445

IMGPR_plasmid_2630968321_000001: 28,961-37,643 (-)

cas12f2_V-F_3 (ICKJJEPD_00032)3334

IMGPR_plasmid_2558860806_000003: 38,151-48,404 (-)

4445Type_V_V_U4 Cas12 (HNPKHCBD_00046)

IMGPR_plasmid_2660238649_000001: 4,429-16,635 (+)

7
8

9 10

Sortase A (VF0788) (CFCFKAMN_00011)

12 15
cas12f2_V-F_3 (CFCFKAMN_00016)

17

IMGPR_plasmid_2700989530_000003: 100-11,220 (+)

1 2 3 4 8 10

IMGPR_plasmid_2681813180_000001: 89-11,093 (+)

1 2 3 4

IMGPR_plasmid_2663762980_000001: 436-13,320 (+)

1 2

IS6 family transposase ISLmo3 (HHHCGJPO_00003)
IS6 family transposase IS1216E (HHHCGJPO_00004)

5 6 7

IMGPR_plasmid_2558860792_000002: 37,905-48,605 (-)

43495051

IMGPR_plasmid_2558860772_000001: 429-23,439 (+)

Copper exporter (VF0849) (DEEGEBNA_00001)

IS6 family transposase IS1216E (DEEGEBNA_00002)

putative ABC transporter ATP-binding protein YadG (DEEGEBNA_00003)

4

Coenzyme A disulfide reductase (DEEGEBNA_00005)
Arsenical-resistance protein Acr3 (DEEGEBNA_00006)

Arsenical-resistance protein Acr3 (DEEGEBNA_00007)
Arsenical pump-driving ATPase (DEEGEBNA_00008)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (DEEGEBNA_00009)

chaperon_ArsD-NCBIFAM arsenite efflux transporter metallochaperone ArsD (NF033727.1) (DEEGEBNA_00010)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (DEEGEBNA_00011)

12

IS6 family transposase IS1216E (DEEGEBNA_00013)

IS30 family transposase IS1062 (DEEGEBNA_00014)

15 16 17

IMGPR_plasmid_2558860864_000002: 118-11,110 (+)

1 2
Type_V_V_U4 Cas12 (MNNIHKJN_00003)

4

IMGPR_plasmid_2558860850_000002: 33,927-43,873 (-)

43
Type_V_V_U4 Cas12 (LFOEEANN_00044)

IMGPR_plasmid_647000243_000002: 40,964-52,076 (-)

DS-15__DS-15A (LGDHNPAP_00053)54
Thermophilic serine proteinase (LGDHNPAP_00055)

IMGPR_plasmid_643886120_000001: 3,330-11,095 (+)

5

IMGPR_plasmid_638341080_000001: 36,065-43,441 (-)

45

IMGPR_plasmid_2558860880_000001: 35,647-42,909 (-)

4849

IMGPR_plasmid_2558860881_000002: 164-8,987 (+)

ISL3 family transposase IS1251 (KKFLKPBK_00002)

IMGPR_plasmid_2558860803_000002: 6,446-15,555 (+)

IS256 family transposase IS1542 (LGHDJEHD_00007)

9000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


