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IMGPR plasmid_2681813180_000001: 29,456-39,286 (-)
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DrmC_OOOB‘ 6 Drmg#SKPLCAJF_OOOM)
30 29

IMGPR_plasmid_2558860790_000001: 23,555-34,636 (-)
15 20 21

IMGPR_plasmid_2698536579_000002: 11,461-22,322 (+)

IMGPR_plasmid_2541047550_000001: 23,506-34,367 (-)
35 34 32 31

IMGPR_plasmid_2663763126_000002: 24,763-36,977 (-)

DNA topoisomerase 3
14 20

i

IMGPR_plasmid_638341080_000001: 9,880-23,632 (+)
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IMGPR_plasmid_3300036108_000003: 19,803-31,290 (-)
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IMGPR _plasmid_2724679047_000002: 31,407-40,638 (-)
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DNA topoisomerase 3 (DOAMPKPM_00003)
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PTS system glucitol/sorbitol-specific EIIA component (IDPLHNAO_00036)
Fructose-6-phosphate aldolase 1 (IDPLHNAO_00037)
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DNA topoisomerase 3 (CENKEHAG_00038) 33
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IMGPR_plasmid_2558860735_000002: 434-11,230 (+)
PTS system glucitol/sorbitol-specific EIIC component (HOELCBOC_00041)
PTS system glucitol/sorbitol-specific EIIB component (HOELCBOC_00040)
Michele_2A _hits_grouped (HOELCBOC_00044) ‘ 1S110 family transposase ISSpn10 (HOELCBOC_00039)
putative licABCH operon regulator (HOELCBOC_00043) ‘
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IMGPR _plasmid_2728369027_000005: 30,162-43,344 (-)
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