
IMGPR_plasmid_3300029718_000269: 20,421-28,246 (+)

20 21 22 23 24 DNA mismatch repair protein MutS (PDCLGLFL_00025)

IMGPR_plasmid_3300013947_000026: 18,895-24,882 (+)

Ubiquinone biosynthesis O-methyltransferase, mitochondrial (MADIIOEI_00024)

IMGPR_plasmid_3300023496_000237: 29-7,994 (-)

3-oxoacyl-[acyl-carrier-protein] synthase 1 (NPGMCDFP_00001)
Michele_1A_hits_grouped (NPGMCDFP_00002)

Transcription antitermination protein RfaH (NPGMCDFP_00003)

IMGPR_plasmid_3300029788_000267: 139-11,976 (-)

1LPS (VF0085) (OGDIKDMD_00002)
Bifunctional protein HldE (OGDIKDMD_00003)

Phosphoheptose isomerase (OGDIKDMD_00004)
Transcription antitermination protein RfaH (OGDIKDMD_00005)

IMGPR_plasmid_3300029795_000273: 21,008-30,181 (+)

Transcription antitermination protein RfaH (MDLDEFPA_00028)
Phosphoheptose isomerase (MDLDEFPA_00029)

Bifunctional protein HldE (MDLDEFPA_00030)

IMGPR_plasmid_3300029466_000220: 27,270-35,394 (+)

PDC-M64C_WP_110053925.1 (GDOMBFOA_00031)
32 Transcription antitermination protein RfaH (GDOMBFOA_00035) 36

IMGPR_plasmid_3300029814_000178: 108-8,257 (-)

1
Transcription antitermination protein RfaH (LCCDGCFJ_00002)

IMGPR_plasmid_3300029777_000157: 1,645-9,746 (-)

4PDC-M64C_WP_110053925.1 (BLIPJFAB_00005)910

4000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


