
IMGPR_plasmid_3300029479_000062: 3,298-10,571 (+)

Tyrosine recombinase XerC (LMBKOMBM_00004)
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Accessory gene regulator protein B (LMBKOMBM_00010)
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Transcriptional regulatory protein YpdB (LMBKOMBM_00012)
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IMGPR_plasmid_3300029203_000105: 53,083-60,357 (-)
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IMGPR_plasmid_3300029346_000105: 61-4,475 (+)
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IMGPR_plasmid_3300035645_000060: 85,326-92,575 (-)
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drt-cluster579 DRT (EPMOIOMA_00077)
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IMGPR_plasmid_3300029350_000109: 935-12,237 (+)
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drt-cluster579 DRT (CEHIOALA_00004)
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IMGPR_plasmid_3300029751_000216: 69-41,333 (+)

1

HTH-type transcriptional regulator BetI (IBPLOALK_00002)
L-2-hydroxyglutarate dehydrogenase (IBPLOALK_00003)

Ferredoxin--NADP reductase (IBPLOALK_00004)

5
Xylulose kinase (IBPLOALK_00006)
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4-alpha-glucanotransferase (IBPLOALK_00010)

vanY_BG-NCBIFAM VanY-B/VanY-G family D-Ala-D-Ala carboxypeptidase (NF000473.1) (IBPLOALK_00011)

Pyruvate, phosphate dikinase (IBPLOALK_00012)
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Polyribonucleotide nucleotidyltransferase (IBPLOALK_00014)

L-fuculose phosphate aldolase (IBPLOALK_00015)

Glutamate-1-semialdehyde 2,1-aminomutase (IBPLOALK_00016)
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drt-cluster579 DRT (IBPLOALK_00022)
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defence (PADLOC) AMR (AMRFinderPlus) tRNA


