HTH-type transcriptional regulator HdfR (LKMHGLNB_00021)
Tyrosine recombinase XerC (LKMHGLNB_00025)
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IMGPR _plasmid_3300037563_000036: 17,880-28,791 (+)
HTH-type transcriptional regulator HdfR (FKDAPIOM_00006)
Tyrosine recombinase XerC (FKDAPIOM_00002)
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IMGPR_plasmid_3300023088_000033: 63-10,428 (-)

HTH-type transcriptional regulator HdfR (CIOKBKLB_00021)
yrosine recombinase XerC (CIOKBKLB_00025)
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IMGPR_plasmid_3300037174_000027: 17,089-28,346 (+)
HTH-type transcriptional regulator HdfR (FIPFJPMP_00021)
yrosine recombinase XerC (FIPFJPMP_00025)
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27 Pectin degradation repressor protein KdgR (FIPFJPMP_00028)
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IMGPR_plasmid_3300037175_.000011: 16,784-31,341 (+)

HTH-type transcriptional regulator HdfR (JGHOECPI_00021)
yrosine recombinase XerC (JGHOECPI_00025)
22 2324 26

COG0640 Csa3_1_CAS-I-II-IlI-IV-V-VI (JGHOECPI_00031)
Inner membrane protein YgaF(JGHOECPI_OOOSO)
Transcriptional regulator KdgR (JGHOECPLOE‘O?S)& 2-dehydro-3-deoxygluconokinase (JGHOECPI_00034)
Coenzyme A disulfide reductase (JGHO CPI1_00029)
‘ ABC transporter (VF0818) (JGHOECPI_00032)
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IMGPR_plasmid_3300036888_000073: 16,804-41,182 (+)

HTH-type transcriptional regulator HdfR (EDIBAMIB_00014)
yrosine recombinase XerC (EDIBAMIB_00010)
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COG0640 Csa3_1_CAS-I-II-1I-IV-V-VI (EDIBAMIB_00004)

Inner membrane protein YgaF(EDIBAMIB_OOOOS)
Transcriptional regulator KdgR (EDIBAMIB_OWW) 2-dehydro-3-deoxygluconokinase (EDIBAMIB_00001)
Coenzyme A disulfide reductase (EEjIBA 1B_00006)
‘ ABC transporter (VF0818) (EDIBAMIB_00003)
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IMGPR_plasmid_3300036933_000056:117-21,168 (-)
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defence (PADLOC) virulence (VFDB)




