1S6 family transposase 1526 (AKNOGBNH_00002)
ISéTamin transposase 1526 (AKNOGBNH_00001)
Beta-lactamase TEM (AKNOGBNH_00004)
\ 3 5 6 7  Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (AKNOGBNH_00008)
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IMGPR _plasmid_2617270979_000003: 18-4,415 (+)
Plasmid segregation protein ParM (ACDJKENO_00003)
1 2 1S6 family transposase 1526 (ACDJKENO_00004)
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IMGPR_plasmid_2541047711_000002: 98-7,534 (+)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NFO032895.1) (KBLLGGPF_00006)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NFO12171.0) (KBLLGGPF_00007)
SHV-NCBIFAM SHV family class A beta-lactamase (NF000285.3) (KBLLGGPF_00001)
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IMGPR _plasmid_2609459769_000002: 60-4,560 (+)
SHV-NCBIFAM SHYV family class A beta-lactamase (NFO00285.3) (CMIAFMBB_00062)
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IMGPR _plasmid_2636416089_000003: 43,809-48,309 (-)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (PGBDOCJD_00067)
APH_3pp_Ib-NCBIFAM aminoglycoside O%photransferase APH(3")-Ib (NF032895.1) (PGBDOCJD_00068)
Aminoglycoside 3‘-F‘Jhosprotr_afsferase (PGBDOCJD_00066)
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IMGPR _plasmid_2619619126_000001: 54,671-60,628 (-)
Mannose-resistant fimbriae, mrf (VF1232) (MCDEPBAI_00010)
1S1 family transposase IS1A (MCDEPBAI_00005) trim_DfrA8-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA8 (NFO00126.2) (MCDEPBAI_00019)
1S1 family transposase ISlmCDEPBAI_OOOOM UG4_Fimbrae_573 (MCDEPBAI_00011) S fimbriae (VF0222) (MCDEPBAI_00015)
Right origin-binding proﬁ(MCDEPBAI_OOOOl) UG4_Fimbrae_573 (MCDEPBAI_00014)
1S3 famil\} trahsposase 1ISKpn38 (MCDEPBAI_00006) UG4_Fimbrae_114 (MCDEPBAI_00012) |[IS91 farhily transposase I1SSbo1 (MCDEPBAI_00017)

2 3] | 7 8 9 \ 13 \ 16 18 | 156 family transposase 1526 (MCDEPBAI_00020)
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IMGPR _plasmid_2671180299_000001:411-20,017 (+)
Mannose-resistant fimbriae, mrf (VF1232) (FFJKHKFJ_00069)
1S1 family transposase IS1A (FFJKHKFJ_00074) trim_DfrA8-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA8 (NFO00126.2) (FFJKHKFJ_00060)
1S1 f;ﬁly transposase IS1R (FFJKHKFJ_00075) S fimbriae (VF0222) (FFJKHKFJ_00064)

‘ UG4_Fimbrae_573 (FFJKHKFJ_00068) UG4_Fimbrae_573 (FFJKHKFJ_OOOéS)
1S3 family transposase ISKpn38 (FFJKHKFJ_00073) U64_Fimbrae_114 (FFJKHKFJ_00067) |1591 family transposase 1SSbo1 (FFJKHKFJ_00062)

|| 72 71 70 | \ 66 63 61 | 156 family transposase 1526 (FFJKHKFJ_00059)
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IMGPR_plasmid_2690316149_000001:47,018-64,464 (-)
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defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




