Specificity_1_00021 Type (GMMCPKEC_00016)

Tyrosine recombinase XerC (GMMCPKEC_00017) trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (GMMCPKEC_00022)
DNA polymerase IV (GMMCPKEC_00013) ‘ Specificity_I_00073 Type (GMMCPKEC_00020) SpecificW,LOOO73 Type (GMMCPKEC_00024)
capP (GMMCPKEC_00015) RM__Type_|_REases_ FAM_0.einsi_trimmed (GMMCPKEC_00619) ‘ capH (GE MCPKEC_00025)
11 12 14 | 18 \ | MTase_1.00005 Type (GMMCPKEC_00021) 23 | T 26 27
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IMGPR_plasmid_3300029707_000150: 5,075-21,393 (+)

Tyrosine recombinase XerC (FNFGHPBM_00029)
RM_ Type_|_REases_FAM_O.einsi_trimmed (FNFGHPBM_00027) Specificity_I_00021 Type (FNFGHPBM_00023)
Specificity_I_00073 Type (FNFGHPBM_00030) 28 ‘ Specificity_|_00036 Type (FNFGHPBM_00026) RM_ Type_|_S_51 (FNFGHPBM_00022)

— — e e o T —
IMGPR_plasmid_3300029394_000313: 15,108-31,426 (-)

Tyrosine recombinase XerC (FPHHFDAF_00029)
RM__Type_|_REases_FAM_0.einsi_trimmed (FPHHFDAF_00027)
Specificity_|_00150 Type (FPHHFDAF_00030) 28 \ Specificity_|_00027 Type (FPHHFDAF_00026) 23
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IMGPR_plasmid_3300029494_000298: 15,123-30,844 (-)

Specificity_I_00118 Type (NNNDKMBM_00028)
Specificity_l_00105 Type (NNNDKMBM_00030)

Tyrosine recombinase XerC (NNNDKMBM,OOOZ?) Specificity_I_00027 Type (NNNDKMBM_00026)
\ RM_ Type_|_REases_FAM_0.einsi_trimmed (NNNDKMBM,00627) 23

— — I — —
IMGPR _plasmid_3300029712_000262: 15,083-31,380 (-)

Tyrosine recombinase XerC (INBEBIEO_00018)
RM__Type_|_REases_FAM_0.einsi_trimmed (INBEBIEO_00020)
17 19 \ Specificity_I_00127 Type (INBEBIEO_00021) 24

dddmHOD{E e Eme - i @eeie s 00— gD

I - —_—
IMGPR _plasmid_3300029566_000117:7,213-23,423 (+)
Tyrosine recombinase XerC (NJGAOFIJ_00017)

mads_5 (NJGAOFIJ_00018) Specificity_I_00027 Type (NJGAOFIJ_00020)
16 \ RM__Type_|_REases_FAM_0.einsi_trimmed (NJGAOFIJ_00019) 23 24
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IMGPR _plasmid_3300007353_000086: 5,067-21,271 (+)

Specificity_I_00036 Type (PGCGAGBL_00024)

Tyrosine recombinase XerC (P(TCGAGBL,OOO2S) Specificity_I_00013 Type (PGCGAGBL_00022)
mads_5 (PGCGAGBL_00026) RM;‘Type,I_REases_FAM_O.einsi_trimmed (PGCGAGBL_00023) 18
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IMGPR _plasmid_3300029613 000200: 11,307-27,523 (-)

25 Specificity_I_00027 Type (HPHAKPDL_00022)
I S S EE——
IMGPR _plasmid_3300000281_000059: 15,053-24,372 (-)
Specificity_I_00036 Type (JIILDEIP_00034) 30 Sortase B (VF0789) (JIILDEIP_00029)
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IMGPR_plasmid_3300039366_000116:31,590-39,801 (-)
} 6000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




