macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (PELDEOLB_00041)
151380 family transposase 15614B (PELDEOLB_00043)
151182 family transposase ISBas1 (PELDE6LB,OOO42)
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IMGPR_plasmid_3300029356_000044: 25,532-46,892 (+)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (CPCMNBBH_00071)
1S1380 family transposase 1S614B (CPCMNBBH_00069)
151182 family transposase ISBas1 (CPCMN@BH_OOO70)
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IMGPR _plasmid_3300029767_000046:71,781-93,141 (-)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (KDHJKCPF_00072)
151380 family transposase 1S614B (KDHJKCPF_00070)
Tyrosine recombinase XerC (KDHJKCPF_00078) 151182 family transposase ISBas1 (KDHJKEPF_OOO71)
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IMGPR_plasmid_3300029763_000043:71,782-93,142 (-)

Tyrosine recombinase XerC (FIENBCDN_00033)
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IMGPR _plasmid_3300029672_000020: 25,490-46,349 (+)
erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (ALMFHKDP_00070)
Tyrosine recombinase XerC (ALMFHKDP_00078) Transcription antitermination protein RfaH (ALMFHKDP_00068)
80 77 76 75 74 737271 \ 69 67 66 65
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IMGPR_plasmid_3300029186_000045:71,737-92,641 (-)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (OCFBEHBP_00069)
Glutathione biosynthesis bifunctional protein GshAB (OCFBEHBP_00070)
PDC-M64C_Wb_110053925.1 (OCFBEHBP_00067)
Tyrosine recombinase XerC (OCFBEHBP_00077) PagR-XO1 (VF0664) (OTCFBEHBP_00068)
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EOEED M EED- OB - DO D — @@ G I T N I

I
IMGPR_plasmid_3300029534_000030: 71,743-93,914 (-)
k 8000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




